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Sum PEP # Unique Score Sequest  # Peptides (by Search
Accession Score Coverage [%] # Peptides #PSMs Peptides #AAs MW [kDa] calc. pl  HT: Sequest HT Engine): Sequest HT
IBV-PA 2097.644 87 156 1448 156 726 83.1 5.76 3907.8 156
IBV-PB2  1966.793 98 174 1341 174 770 87.9 9.17 3486.29 174
IBV-PB1  1315.823 76 115 892 115 752 84.3 8.53 2238.23 115




