
Fig. S2 The results of the analyses performed using the SCAR markers specific for the mutations in the 
BnaA.FAD2 gene of rapeseed for the basic set of 24 rapeseed lines (see Materials and Methods for the 
description of each line). The arrows indicate the amplified DNA fragments, and their colors correspond 
to the colors used for the display of each mutation shown in Fig. 1 [30]
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