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CLUSTAL O(1.2.4) multiple sequence alignment 

TraesCS3A02G105400.1      ATGGAGGCCCCGAGCAGCCACGTCACCGCCTCCTTCTCCGACTGCGACGACAGCGTCTCC 60 

TraesCS3B02G123800.1      ATGGAGGCCCCGAGCAGCCACGTCACCGCCTCCTTCTCCGACTGCGACGACAGCGTCTCC 60 

TraesCS3D02G107500.1      ATGGAGGCCCCGAGCAGCCACGTCACTGCCTCCTTCTCCGACTGCGACGACAGCGTCTCC 60 

                          ************************** ********************************* 

 

TraesCS3A02G105400.1      ATGGGGGACGCGGCGCCGGACGCGGACGTGGAGGCGCTCCGCCGCCTCTCCGACAACCTC 120 

TraesCS3B02G123800.1      ATGGAGGACGCGGCGCCCGACGCGGACGTGGAGGCGCTCCGCCGCCTCTCCGACAACCTC 120 

TraesCS3D02G107500.1      ATGGGGGACGCGGCGCCGGACGCGGACGTGGAGGCGCTCCGCCGCCTCTCCGACAACCTC 120 

                          **** ************ ****************************************** 

 

TraesCS3A02G105400.1      GCCGCCGCCTTCCGCTCGCCGGACGACTTCGCCTTCCTCGCCGACGCGCTCGTCGCCGTG 180 

TraesCS3B02G123800.1      GCCGCCGCCTTCCGCTCGCCGGACGACTTCGCCTTCCTCGCCGACGCGCTCGTCGCCGTG 180 

TraesCS3D02G107500.1      GCCGCCGCCTTCCGCTCGCCGGACGACTTCGCCTTCCTCGCCGACGCGCTCGTCGCCGTG 180 

                          ************************************************************ 

 

TraesCS3A02G105400.1      CCGGGCGCGCCCGACCTGCGCGTGCACCGCTGCGTGCTGTCCGCGCGGAGCCCCTTCCTG 240 

TraesCS3B02G123800.1      CCGGGCGCGCCCGACCTGCGCGTGCACCGCTGCGTGCTGTCCGCGCGGAGCCCCTTCCTG 240 

TraesCS3D02G107500.1      CCGGGCGCGCCCGACCTGCGCGTGCACCGCTGCGTGCTGTCCGCGCGGAGCCCCTTCCTG 240 

                          ************************************************************ 

 

TraesCS3A02G105400.1      CGCGCCCTCTTCAAGCGCCGCGCCGCCGCCGC---------CGGTTCGTCCGGCGGCGCG 291 

TraesCS3B02G123800.1      CGCGCCCTCTTCAAGCGCCGCGCCGCCGCCGC---------CGGGTCGTCCGGCGGCGTG 291 

TraesCS3D02G107500.1      CGCGCCCTCTTCAAGCGCCGCGCCGCCGCCGCCGCCGCTACCGGTTCGTCCGGCGGCGCC 300 

                          ********************************         *** *************   

 

TraesCS3A02G105400.1      GAGGGCAACTGGTTGGAGCTCCGGGAGCTTCTCGGCGACGAGGTCGAGGTCGGGTACGAG 351 

TraesCS3B02G123800.1      GAGGGGAACCGGCTGGAGCTCCGGGAGCTTCTCGGCGACGAGGTCGAGGTCAGGTACGAG 351 

TraesCS3D02G107500.1      GAGGGCAACCGGGTGGAGCTCCGGGAGCTTCTCGGCGAGGAGGTGGAGGTCGGGTACGAG 360 

                          ***** *** ** ************************* ***** ****** ******** 

 



TraesCS3A02G105400.1      GCGCTGGAGCTGGTGCTCGACTACCTATACAGCGGCCGCGTCCGCGACCTCCCCAAGTCG 411 

TraesCS3B02G123800.1      GCGCTGGAGCTGGTGCTCGACTACCTGTACAGCGGCCGCGTCCGCGACCTCCCCAAGTCG 411 

TraesCS3D02G107500.1      GCGCTGGAGCTGGTGCTCGACTACCTGTACAGCGGCCGCGTCCGCGACCTCCCCAAGTCG 420 

                          ************************** ********************************* 

 

TraesCS3A02G105400.1      GCGTGCGCCTGCGTCGACGTCGACGGGTGCGCGCACGTCGGCTGCCACCCCGCCGTCTCC 471 

TraesCS3B02G123800.1      GCGTGCGCCTGCGTCGACGAGGGCGGCTGCGCGCACGTCGGCTGCCACCCCGCCGTCTCC 471 

TraesCS3D02G107500.1      GCGTGCGCCTGCGTCGACGTCGACGGATGCGCCCACGTCGGCTGCCACCCCGCCGTCTCC 480 

                          *******************  * *** ***** *************************** 

 

TraesCS3A02G105400.1      TTCATGGCGCAGGTCCTCTTCGCCGCATCCACCTTCCAGATCGGCGAGCTCGCCAGCCTC 531 

TraesCS3B02G123800.1      TTCATGGCGCAGGTCCTCTTCGCCGCATCCACCTTCCAGGTCGGCGAGCTCGCCAACCTC 531 

TraesCS3D02G107500.1      TTCATGGCGCAGGTCCTCTTCGCCGCATCCACCTTCCAGGTCGGCGAGCTCGCCAGCCTC 540 

                          *************************************** *************** **** 

 

TraesCS3A02G105400.1      TTCCAGCGGCATCTCCTTGATTTCCTTGATAATGTTGAAGTGGATAACCTTCCGTTGATC 591 

TraesCS3B02G123800.1      TTCCAGCGGCATCTCCTTGATTTCCTTGATAAAGTTGAAGTGGATAACCTTCCGTTGATC 591 

TraesCS3D02G107500.1      TTCCAGCGGCATCTCCTTGATTTCCTTGATAAAGTTGAAGTGGATAACCTTCCATTGGTC 600 

                          ******************************** ******************** *** ** 

 

TraesCS3A02G105400.1      TTATCTGTTGCAAACTTATGCAACAAATCTTGCGTGAAACTGTTTGAGAGATGCCTGGAG 651 

TraesCS3B02G123800.1      TTATCTGTTGCAAACTTATGCAACAAATCTTGCGTGAAACTGTTCGAGAGATGCATGGAG 651 

TraesCS3D02G107500.1      TTATCTGTTGCAAACTTATGCAACAAATCTTGCGTCAAACTGTTCGAGAGATGCCTGGAG 660 

                          *********************************** ******** ********* ***** 

 

TraesCS3A02G105400.1      ATAGTAGTCCGGTCAAATCTTGACATGATTACTCTTGAGAAAGCATTGCCTGAAGATGTT 711 

TraesCS3B02G123800.1      ATGGTAGTCCGGTCAAATCTTGACATGATTACTCTAGAGAAAGCATTGCCTCAAGATGTC 711 

TraesCS3D02G107500.1      ATGGTAGTCCAGTCAGATCTTGACATGATTACTCTAGAGAAAGCATTGCCTCAAGATGTT 720 

                          ** ******* **** ******************* *************** *******  

 

TraesCS3A02G105400.1      ATCAAGCAAATTATTGATTCACGGATAACTCTTGGATTAGCTTCACCCGAAGACAATGGC 771 

TraesCS3B02G123800.1      ATCAAGCAAATTACTGATTTACGGATAACTCTTGGATTAGCTTCACCCGAAGACAATGGC 771 

TraesCS3D02G107500.1      ATCAAGCAAATTACTGATTCACGGATAACTCTTGGATTAGCTTCACCCGAAGACAATGGC 780 

                          ************* ***** **************************************** 

 

TraesCS3A02G105400.1      TTTCCTAACAAACACGTAAGAAGGATACTCAAGGCACTTGATTCTGATGATGTGGAGCTT 831 

TraesCS3B02G123800.1      TTTCCTAACAAACACGTAAGAAGGATACTCAGAGCACTTGATTCTGATGATGTGGAGCTT 831 

TraesCS3D02G107500.1      TTTCCTAACAAACACGTAAGAAGGATACTCAGAGCACTTGATTCTGATGATGTGGAGCTT 840 

                          *******************************  *************************** 

 

TraesCS3A02G105400.1      GTCAGGATGCTGCTCACAGAAGGGCAGACTAACCTTGACGATGCATTTGCATTGCACTAT 891 

TraesCS3B02G123800.1      GTCAGGATGCTGCTCACAGAAGGGCAGACTAACCTTGATGATGCATTTGCATTGCACTAT 891 

TraesCS3D02G107500.1      GTCAGGATGCTGCTCACAGAAGGGCAGACAAACCTTGATGATGCATTTGCATTGCACTAT 900 

                          ***************************** ******** ********************* 



 

TraesCS3A02G105400.1      GCTGTAGAACACTGTGACTCAAAAATTACAACAGAACTTCTGGACATCGCACTTGCGGAT 951 

TraesCS3B02G123800.1      GCTGTAGAACACTGTGACTCAAAAATTACAACAGAACTTCTGGACATCGCACTTGCGGAT 951 

TraesCS3D02G107500.1      GCTGTAGAACACTGTGACTCAAAAATTACAACAGAACTTCTGGACATCGCACTTGCGGAT 960 

                          ************************************************************ 

 

TraesCS3A02G105400.1      GTTAATCTCAGAAACCCAAGAGGTTATACTGTTCTTCACATCGCTGCTAGGCGGAGAGAT 1011 

TraesCS3B02G123800.1      GTTAATCTCAGAAACCCAAGAGGTTATACTGTTCTTCACATCGCCGCTAAGCGGAGAGAT 1011 

TraesCS3D02G107500.1      GTTAATCTCAGAAACCCAAGAGGTTATACTGTTCTTCACATCGCCGCTAAGCGGAGAGAT 1020 

                          ******************************************** **** ********** 

 

TraesCS3A02G105400.1      CCTAAAATTGTTGTCTCCCTTTTAACCAAAGGTGCTCGGCCTTCTGATATTACATTTGAT 1071 

TraesCS3B02G123800.1      CCTAAAATCGTTGTCTCCCTTTTAACCAAAGGTGCCCGGCCTTCAGATTTTACATTTGAT 1071 

TraesCS3D02G107500.1      CCTAAAATCGTTGTCTCCCTTTTAACCAAAGGTGCCCGGCCTTCGGATTTAACATTTGAT 1080 

                          ******** ************************** ******** *** * ********* 

 

TraesCS3A02G105400.1      GGAAGAAAAGCAGTTCAAATCGCAAAGAGACTCACAAAACATGGGGATTATTTTGGGAAT 1131 

TraesCS3B02G123800.1      GGAAGAAAAGCAGTTCAAATCTCAAAGAGACTCACAAAACATGGTGATTATTTTGGGAAT 1131 

TraesCS3D02G107500.1      GGAAGAAAAGCAGTTCAAATCTCAAAGAGACTCACAAAACATGGGGATTATTTTGGGAAT 1140 

                          ********************* ********************** *************** 

                                                                      G3-OligF 

TraesCS3A02G105400.1      ACTGAAGAAGGGAAGCCGTCTCCCAATGATAAATTATGCATTGAGATACTGGAGCAAGCT 1191 

TraesCS3B02G123800.1      ACTGAAGAAGGAAAGCCGTCTCCCAATGATAAATTATGCATTGAGATATTGGAGCAAGCT 1191 

TraesCS3D02G107500.1      ACTGAAGAAGGAAAACCGTCTCCCAATGATAAATTATGCATTGAGATATTGGAGCAAGCT 1200 

                          *********** ** ********************************* *********** 

 

TraesCS3A02G105400.1      GAAAGAAGGGATCCACAACTTGGAGAAGCATCGGTTTCTCTTGCATTGGCTGGTGACTGT 1251 

TraesCS3B02G123800.1      GAAAGAAGGGATCCACAACTTGGAGAAGCATCACTTTCTCTTGCATTGGCTGGTGACTGT 1251 

TraesCS3D02G107500.1      GAAAGAAGGGATCCACAATTTGGAGAAGCATCGGTTTCTCTTGCATTGGCTGGTGACTGT 1260 

                          ****************** *************  ************************** 

 

TraesCS3A02G105400.1      CTTCGTGGGAAGTTACTGTACCTTGAAAACCGAGTTGCTTTGGCAAGGATAATGTTTCCA 1311 

TraesCS3B02G123800.1      CTTCGTGGAAAGTTACTGTACCTTGAAAACCGAGTTGCTTTGGCAAGGATAATGTTTCCA 1311 

TraesCS3D02G107500.1      CTTCGTGGGATGTTACTGTACCTTGAAAACCGAGTTGCTTTGGCAAGGATAATGTTTCCA 1320 

                          ******** * ************************************************* 

 

TraesCS3A02G105400.1      ATTGAGGCAAGAGTAGCAATGGACATTGCTCAAGTGGATGGTACTTTGGAATTTACCCTT 1371 

TraesCS3B02G123800.1      ATTGAGGCAAGAGTAGCAATGGACATTGCTCAAGTGGATGGTACTTTGGAATTTACCCTT 1371 

TraesCS3D02G107500.1      ATTGAGGCAAGAGTAGCAATGGACATTGCTCAAGTGGATGGTACTTTGGAATTTACCCTT 1380 

                          ************************************************************ 

                                G3-OligR 

TraesCS3A02G105400.1      GGTCCTAGTACAAATCCACCTCTGGAGATAACAACCGTTGATCTAAATGATACTTCTTTC 1431 

TraesCS3B02G123800.1      GGTTCTAGTACAAATCCACCTCTGGAGATAACAACCGTTGATCTGAATGATACTTCTTTC 1431 

TraesCS3D02G107500.1      GGTTATGGTACAAATCCACCTCTGGAGATAACAACCGTTGATCTAAATGATACTTCTTTC 1440 



                          ***  * ************************************* *************** 

 

TraesCS3A02G105400.1      AAAATGAAGGAGGAACACTTAGCTCGGATGAGAGCCCTCTCCAAAACAGTCGAAGTCGGC 1491 

TraesCS3B02G123800.1      AAAATGAAGGAGGAACACTTAGCTCGGATGAGAGCCCTCTCCAAAACAGTTGAACTCGGC 1491 

TraesCS3D02G107500.1      AAAATGAAGGAGGAACACTTAGCTCGGATGAGAGCCCTCTCCAAAACAGTGGAACTCGGC 1500 

                          ************************************************** *** ***** 

 

TraesCS3A02G105400.1      AAACGTTTTTTCCCGCGCTGTTCAAATAAATTGGACAAGATCATGGATGATGAACCTGAG 1551 

TraesCS3B02G123800.1      AAACGTTTCTTCCCACGCTGTTCAAATGTGCTGGACAAGATCATGGACGATGAACCTGAG 1551 

TraesCS3D02G107500.1      AAACGTTTCTTCCCGCGCTGTTCAAATGTGCTGGACAAGATCATGGACGATGAACCTGAG 1560 

                          ******** ***** ************    **************** ************ 

 

TraesCS3A02G105400.1      CTGGCTTCGCTCGGAAGAGATGCATCCTCAGAGAGGAGGAGGAGGTTTCATGACCTGCAA 1611 

TraesCS3B02G123800.1      CTGGCTTCCCTCGGAAGAGATGCATCCTCCGAGAGGAAGAGGAGGTTTCACGACCTGCAA 1611 

TraesCS3D02G107500.1      CTGGCTTCGCTCGGAACAGATGCATGCTCCGAGAGGAAGAGGAGGTTTCACGACCTGCAA 1620 

                          ******** ******* ******** *** ******* ************ ********* 

 

TraesCS3A02G105400.1      GATGCGCTCCTGAAGGCGTTCAGCGAGGACAAGGAGGAGTTTAACAAAACGACAACCCTT 1671 

TraesCS3B02G123800.1      GATACGCTTCTGAAGGCGTTCAGCGAGGACAAGGAGGAGTTTAACAGAACGACAACCCTT 1671 

TraesCS3D02G107500.1      GATACGCTTCTGAAGGCGTTCAGCGAGGACAAGGAGGAGTTTAACAGAACGACAACCCTT 1680 

                          *** **** ************************************* ************* 

 

TraesCS3A02G105400.1      TCATCTTCCTCATCGTCGACGTCCACTGTAGCAAGGAACTTGACAGGCCGGCCTAGGAGA 1731 

TraesCS3B02G123800.1      TCATCTTCGTCATCGTCGACGTCCACTGTAGCAAGGAACTTGGCAGGTCGAACTAGGAGA 1731 

TraesCS3D02G107500.1      TCATCTTCGTCATCGTCGACGTCCACTGTAGCAAGGAACTTGGCAGGTCGAACTAGGAGA 1740 

                          ******** ********************************* **** **  ******** 

 

TraesCS3A02G105400.1      TGA 1734 

TraesCS3B02G123800.1      TGA 1734 

TraesCS3D02G107500.1      TGA 1743 

                          *** 

 


