g-c
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g-c
t-a tec
g ggccc a
gc iy a
a tag ccggg a
a 1! g tg
t atc a
99 9 t
c-g
a-t
g+t
g-c
g-c
g-c

ot 0
o

cta

tRNA-Pyl(cta)
72 bases, %GC = 62.5
Sequence [437,508])

Primary sequence for tRNA-Pyl(cta)

1 . 10 . 20 . 30 . 40 . 50
ggggtgtggatcgaatggatcgcaggggctctaaacccttgtagecgggt
gaaactcccggacaccccgeca

E; ca

.. Bilophila wadsworthia 3_1_6

g-c
g-c
g-c
t-a
g-c
t-a te
g ggccc  a
gc ey a
a tag ccggg a
a 1!! g tg
t atc a
99 g t

tRNA-Pyl(cta)
72 bases, %GC = 63.9
Sequence [735263,735334)

Primary sequence for tRNA-Pyl(cta)

1 - 10 - 20 . 30 . 40 . 50
ggggtgtggatcgaatggatcgcaggggectctaaacccctgtagecgggt
gaaactcccggacaccccgeca

: Bilophila sp. 4_1_30

ca
c
g
g-c
g-c
a-t
a-t
a-t
c-g
g-c
t-a tc
t tatcc a
c t +rr g
g cactgc gtagg c
g i+l g tt
gtggeg gtt
t g a-t
ct c=-g
c-g g-c
c=-g g+t
a-t t+g
g-c c-g
t-a g a
c a aa
t a
tca

tRNA-SeC(tca)
94 bases, %GC = 55.3
Sequence c[862704,862797)

Primary sequence for tRNA-SeC(tca)

1 . 10 . 20 . 30 . 40 . 50
ggaaacgtttcgtcaccggtgtggcgeccagtettcaaaactggtggacyg
gtcgaaaggtcgttggtaggttcgactcctatacgtttecgeca

ca
c
g
g-c
g-c
a-t
a-t
a-t
c-g
g-c
t-a te
t tatcc a
c t +11r g
g cactgc gtagg c
g 111411 g tt
gtggcg gtt
t g a-t
ct c-g
c=-g g-c
c=-g g+t
a-t t+g
g-c c-g
t-a g a
c a aa
t a
tca

tRNA-SeC(tca)
94 bases, %GC = 55.3
Sequence c[70717,70810])

Primary sequence for tRNA-SeC(tca)

1 . 10 . 20 . 30 . 40 . 50
ggaaacgtttcgtcaccggtgtggecgeccagtcttcaaaactggtggacg
gtcgaaaggtcgttggtaggttcgactcctatacgtttecgeca



