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Proteobacteria class
Deltaproteobacteria
Gammaproteobacteria
Alphaproteobacteria
Betaproteobacteria
Acidithiobacillia
Epsilonproteobacteria
Zetaproteobacteria
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Fungal phylum
Glomeromycota
Ascomycota
Chytridiomycota
Basidiomycota
Microsporidia
Cryptomycota
Neocallimastigomycota

Blastocladiomycota
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Entomophthoromycota



