Figure SI. Proteomics analysis of OCEXs. (A) Cellular component of the top 10 proteins in OCEXs. (B) Molecular function of
the top 10 identified proteins in OCEXs. (C) Biological process of the top 10 identified proteins in OCEXs. (D) The top 10 KEGG
pathways of proteins in OCEXs. OCEXs, oral cancer-derived exosomes.
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Figure S2. Expression of (A and C) NKp44 and (B and D) NKp46 on NK92MI cells following co-culture with OCEXs or TGF-f1
for 1,3 and 7 days. Receptors on NK92MI cells were detected by flow cytometry. OCEXs, oral cancer-derived exosomes.
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