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Figure S1. Sequence alignment of the candidate GPx7 proteins. The alignment was obtained 

using ClustalW and manually edited. Amino acids whose identify threshold is above 80% are 

shaded in gray. Cysteines are highlighted in yellow, signal peptide is underlined in red, dimer 

interface is underlined in black, arrows point at catalytic residues determined from Conserved 

Domain Database (https://www.ncbi.nlm.nih.gov/Structure/cdd/cdd.shtml) and the classical C-

terminal ER retention signal sequence KDEL for lumen bound proteins is underlined in green. 

https://www.ncbi.nlm.nih.gov/Structure/cdd/cdd.shtml
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Table S1. Primers used in construction of plasmids. 

Name Sequence (5’ to 3’) 

NK1012-flag-r caagcttgGTCGACTTActtgtcatcgtcatccttgtaatcgatgtcatg 

NK1013-c-f GAAAAAACGTGAAGACCTGgactacaaagaccatgacggtgattataaagat 

NK1014-pxb-f CTGGTTGCGGCGgactacaaagaccatgacggtgattataaagat 

NK1015-aqu-f GCGCCGTGAACTGgactacaaagaccatgacggtgattataaagat 

NK1016-lak-f CATTCACGAGGAGCTGgactacaaagaccatgacggtgattataaagat 

NK1017-dre-f CGCAAGGAAGAGCTGgactacaaagaccatgacggtgattataaagat 

NK1018-gga-f CCTGAAGAAGAAAGATGAACTGgactacaaagaccatgacggtgattataaagat 

NK1019-mmu-f GTAAGCGTGAAGACCTGgactacaaagaccatgacggtgattataaagat 

NK1020-has-f GAAACGTGAGGACCTGgactacaaagaccatgacggtgattataaagat 

5’-nsGpx7 (NcoI) ggtCCATGGccCAGCAGGAGCAGGACTTC 

3’-nsGpx7 (HindIII) ggtAAGCTTATAAGTCTTCTCGCTTCAGTAG 

Table S2. Construction of plasmids used in this study. 

Plasmid Template Primer pair Cloning method 

pACYC Duet - PDI-hsa Gpx7 - Flag pACYC Duet - PDI-hsa Gpx7* 
NK1012-FLAG-r 

NK1020-has-f 

NEBuilder HIFI 

DNA  

(NEB, cat. No. E5520) 

pACYC Duet - PDI-mmu Gpx7 - Flag pACYC Duet - PDI-mmu Gpx7* 
NK1012-FLAG-r 

NK1019-mmu-f 

pACYC Duet - PDI-lak Gpx7 - Flag pACYC Duet - PDI-lak Gpx7* 
NK1012-FLAG-r 

NK1016-lak-f 

pACYC Duet - PDI-aqu Gpx7 - Flag pACYC Duet - PDI-aqu Gpx7* 
NK1012-FLAG-r 

NK1015-aqu-f 

pACYC Duet - PDI-dre Gpx7 - Flag pACYC Duet - PDI-dre Gpx7* 
NK1012-FLAG-r 

NK1017-dre-f 

pACYC Duet - cPDI-Gpx7 - Flag pACYC Duet - cPDI-Gpx7* 
NK1012-FLAG-r 

NK1013-c-f 

pACYC Duet - PDI-gga Gpx7 - Flag pACYC Duet - PDI-gga Gpx7* 
NK1012-FLAG-r 

NK1018-gga-f 

pACYC Duet - PDI-pxb Gpx7 - Flag pACYC Duet - PDI-pxb Gpx7* 
NK1012-FLAG-r 

NK1014-pxb-f 
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