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eFigure. Patient Selection for Primary Analysis Population

Eligible patients were sourced using the Flatiron Health—FMI CGDB with data collected up to Jul 31, 2018. TMB assessment
was performed on FFPE tumor tissue specimens using the F1 or F1CDx platform. TMB-H was defined as 210 Mut/Mb. CGDB,
Clinico-Genomic Database; F1CDx, FoundationOne Companion Diagnostic; FFPE, formalin fixed and paraffin embedded; FMI,
Foundation Medicine, Inc.; KN-158, KEYNOTE-158 study; MSI-H, high microsatellite instability; TMB, tumor mutational burden;
TMB-H, high TMB.
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