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Validation

Targeted RNA-sequencing dataset that support the findings of this study have been deposited in Sequence Read Archive (SRA) with the primary accession codes
PRJNA589502 (https://www.ncbi.nlm.nih.gov/bioproject/PRJNA589502). The ICGC/TCGA patient RNA sequencing data are available on request to the
corresponding author Youngil Koh. All other data needed to evaluate the conclusions in the paper are present in the paper and/or supplementary information. The
main scripts used for the presented analyses are available upon request to the corresponding authors.

Due to retrospective validation design, sample size calculation was not performed before study. We utilized all AML samples available for
AIMP2-DX2 analysis at SNUH. For cell study, we used at least 3 biological replicates to test the statistical significance of our data.

No data were excluded from the analysis.

We performed at least 3 biological replicates to show the reproducibility of our data.

Not applicable.

Not applicable.

Mouse monoclonal anti-AIMP2, Biocon, Cat#BC-02-14

Rabbit monoclonal anti-AIMP2-DX2 (H5), Creative Biolabs, HPAB-M0004-YC

Mouse monoclonal anti-GAPDH (6C5), Santa Cruz Biotechnology, Cat#sc-32233

Rabbit polyclonal anti-p-p53 (Ser15), Cell Signaling Technology, Cat#9284T

Rabbit monoclonal anti-PUMA (D30C10), Cell Signaling Technology, Cat#12450T

Mouse monoclonal anti-TUBB (D3U1W), Cell Signaling Technology, Cat#86298S

The validation of commercial antibodies used in this study were posted in manufacturer's website.




