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Figure S1. Agarose gel (1%) electrophoresis of PCR products amplified from the virus 
genome. Lanes 1–3, TGEV amplification products from jejunal tissues, jejunal contents and 
feces of diarrheal piglets, respectively; Lanes 4–6, PoRV amplification products; Lanes 7–9, 
PEDV amplification products; Lanes 10–12, mixed virus amplification products from jejunal 
tissues, jejunal contents and feces of normal piglets; M represents the 50-bp DNA ladder. 

 
Figure S2. Amplification products of CpG islands primers. Lanes 1–2, amplification product 
of CpG1 primers; Lanes 3–4, amplification products of CpG2 primers. M represents the 
DL2000 marker. 
 
 
 
 
 

 
 
 
 
 
 
 
 



Table S1. Information of related primers 
Name Accession number Primer sequences 

PEDV AF353511.1 
F: 5'-AGGTCTGCATTCCAGTGCTT-3' 
R: 5'-GGACATAGAAAGCCCAACCA-3' 

TGEV FJ755618 
F: 5'-CAACCCTGAAACTAACGCAATTCT-3' 
R: 5'-GCCCATCCAGTCGCACTACTT-3' 

PoRV FJ807867 
F: 5'-ATCGGGTGTCTGACTACTG-3' 
R: 5'-TTTACTCGCATCATCCTCT-3' 

AQP3 HQ888860.1 
F: 5'-TCGTGATGTTTGGCTGTGG-3' 
R: 5'-GCCAGGTTGATGGTGAGGA-3' 

Sp1 XM_005652567.3 
F: 5'-GTTCGCTTGCCTCGTCAGC-3' 
R: 5'-AAAGGCACCACCATTACCACT-3' 

GAPDH AF017079.1 
F: 5'-ACATCATCCCTGCTTCTACTGG -3' 
R: 5'-CTCGGACGCCTGCTTCAC-3' 

β-actin XM_00312428.3 
F: 5'-TGGCGCGCGCGCGATGAAG-3' 
R: 5'-ACTGGACTGGCTCGT-3' 

CpG1 HQ888860.1 
F: 5'-TTGGAGTTTATTTTTGATAG-3' 
R: 5'-TTATCTTTTTACCATTTATTAAACC-3' 

CpG2 HQ888860.1 
F: 5'-GGGTTTAGTTTTAGTTAGGTTTTTTTTTT-3' 
R: 5'-CCCCAAACACTCAACCAATAC-3' 

 
 

Table S2. Information of ChIP-PCR primers 
Name Primer sequences Length of products (bp) 

ChIP-1 
F: 5'- ATTCAACCCCTAGCCTGG-3', 

55  
R: 5'-CATTTATTGGGCCGCTCC-3' 

ChIP-2 
F: 5'-TAGCCCCTAGGCGAGCCG -3', 

100  
5'-GGGTGGCGCCCTTTATAGCA-3' 

 
Table S3. shRNA sequences of Sp1 interference and negative control 

Name shRNA sequences 
Sp1-310 GCGGCAAAGTATATGGCAAGA 
Sp1-484 GCCCTAAGCGTTTCATAAGGA 
Sp1-521 GCATATCAAGACTCACCAGAA 
Sp1-660 GCCATCTGTCCAGAGGGTATT 
Sp1-LV3 TTCTCCGAACGTGTCACGT 

 


