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nWRX3_bin6

c_Deltaproteobacteria_PEAL00000000_Deltaproteobacteria_bacterium_ER2bin7_MTB

c_Lambdaproteobacteria_MFNC00000000_Candidatus_Lambdaproteobacteria_bacterium_RIFOXYD1_FULL_56_27

nER1_bin1

p_Omnitrophica_PEAR00000000_Omnitrophica_bacterium_Cal1bin1_MTB

c_Gammaproteobacteria_PGFZ00000000_Methylovulum_psychrotolerans

nCal1_bin2

nMY_bin2

c_Etaprotoebacteria_PEAI00000000_Magnetococcales_bacterium_HAa3bin1_MTB

c_Oligoflexia_PCTW00000000_Bdellovibrio_sp_CG22_combo_CG10-13_8_21_14_all_39_27

c_Deltaproteobacteria_ALAO00000000_Desulfovibrio_magneticus_str_Maddingley_MBC34

p_Planctomycetes_NSJQ00000000_Candidatus_Scalindua_rubra

nTS_bin13

p_Nitrospirae_NZ_JMFO00000000_Candidatus_Magnetobacterium_casensis_MTB

nGR_bin1

nWMH_bin5

nHLH_bin5

nDJH13_bin15

nDJH8_bin2

c_Deltaproteobacteria_DIKO00000000_Desulfobacteraceae_bacterium_UBA5616

c_Deltaproteobacteria_MLBG00000000_Desulfovibrio_sp_DV

c_Etaprotoebacteria_PEAO00000000_Magnetococcales_bacterium_DCbin2_MTB

nDC_bin2

c_Lambdaproteobacteria_MFNF00000000_Candidatus_Lambdaproteobacteria_bacterium_RIFOXYD2_FULL_56_26

c_Deltaproteobacteria_APJX00000000_Desulfotignum_phosphitoxidans_DSM_13687

c_Oligoflexia_AUNI00000000_Bacteriovorax_sp_Seq25_V

p_Fibrobacteres_FXAX00000000_Fibrobacter_sp_UWB13

c_Zetaproteobacteria_PEWE00000000_Zetaproteobacteria_bacterium_CG06_land_8_20_14_3_00_59_53

c_Deltarproteobacteria_FNLL00000000_Desulfobacula_phenolica

nWMH_bin6

nS315_bin44

c_Alphaproteobacteria_NC_007626_Magnetospirillum_magneticum_AMB-1_MTB

p_Fibrobacteres_DGUN00000000_Fibrobacter_sp_UBA4309

nDJH15_bin6

nHA3d_bin1

c_Gammaproteobacteria_QKFD00000000_Chromatiales_bacterium

nKLK_bin5

c_Zetaproteobacteria_QILF00000000_Zetaproteobacteria_bacterium

nWRX3_bin10

c_Etaproteobacteria_NC_008576_Magnetococcus_marinus_MC-1_MTB

c_Alphaproteobacteria_MCGG00000000_Magnetovibrio_blakemorei_MV-1_MTB

nDJH8_bin10

nPCR_bin9

c_Etaprotoebacteria_PDZV00000000_Magnetococcales_bacterium_WMHbinv6_MTB

nDJH8_bin7

nNGH_bin13

p_Latescibacteria_DDZW00000000_Latescibacteria_bacterium_UBA2998

nDJH5_bin8

c_Gammaproteobacteria_FMWD00000000_Thiohalomonas_denitrificans

c_Deltaproteobacteria_MGTJ00000000_Desulfobacterales_bacterium_RIFOXYA12_FULL_46_15

nHA5a_bin3

nWRX3_bin4

p_Nitrospirae_DBNT00000000_Nitrospiraceae_bacterium_UBA665

nDJH14_bin3

nYD0423_bin2

nWRX3_bin11

c_Deltaproteobacteria_NC_012796_Desulfovibrio_magneticus_RS-1_MTB

p_Riflebacteria_PGYA00000000_Candidatus_Riflebacteria_bacterium_HGW-Riflebacteria-2

c_Etaprotoebacteria_PDZY00000000_Magnetococcales_bacterium_WMHbin1_MTB

c_Deltaproteobacteria_DCWS00000000_Desulfobacteraceae_bacterium_UBA2156

p_Omnitrophica_PFHB00000000_Candidatus_Omnitrophica_bacterium_CG_4_8_14_3_um_filter_43_15

c_Deltaproteobacteria_ATWO00000000_Desulfotignum_balticum_DSM_7044

nN3_bin14

nARSLQ_bin3

p_Nitrospinae_CAQJ00000000_Nitrospina_gracilis_3_211

p_Fibrobacteres_LIUI00000000_Fibrobacteria_bacterium_GUT307

p_Fibrobacteres_QGDU00000000_Fibrobacter_sp_UWR4

p_Nitrospirae_MHDU00000000_Nitrospirae_bacterium_GWB2_47_37

c_Oligoflexia_PASN00000000_Halobacteriovoraceae_bacterium

c_Deltaproteobacteria_CAACVI000000000_uncultured_Desulfobacteraceae_bacterium_CR-1_MTB

c_Alphaproteobacteria_ANHY00000000_Caenispirillum_salinarum_AK4

c_Alphaproteobacteria_PDZW00000000_Alphaproteobacteria_bacterium_WMHbin7_MTB

c_Alphaproteobacteria_LWQU00000000_Magnetospirillum_moscoviense_BB-1_MTB

nDJH15_bin4
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nN3_bin31
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nJSW_bin2
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nKLK_bin4
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c_Zetaproteobacteria_PFXI00000000_Zetaproteobacteria_bacterium_CG_4_9_14_3_um_filter_54_145

nHA4_bin4

c_Etaprotoebacteria_PEAM00000000_Magnetococcales_bacterium_ER1bin7_MTB
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nDC0425_bin2
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p_Planctomycetes_MJUW00000000_Candidatus_Brocadia_sapporoensis
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p_Nitrospirae_PEAD00000000_Nitrospirae_bacterium_MYbin3_MTB

p_Fibrobacteres_FRBE00000000_Fibrobacter_sp_UWEL

nHA3d_bin2

p_Latescibacteria_DJHM00000000_Latescibacteria_bacterium_UBA6620

nDJH6_bin5
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p_Omnitrophica_MHGD01000000_Omnitrophica_WOR_2_bacterium_GWC2_45_7_MTB
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p_Planctomycetes_PLEW00000000_Planctomycetes_bacterium

nHLH_bin7

nJC2_bin54

nDJH2_bin13

p_Nitrospirae_LJTM00000000_Nitrospira_bacterium_SG8_35_4_MTB

nCal2_bin1

p_Fibrobacteres_FRAX00000000_Fibrobacter_sp_UWH6

c_Deltaproteobacteria_JSEH00000000_Desulfovibrio_sp_TomC
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nER1_bin10

c_Oligoflexia_FWZT00000000_Pseudobacteriovorax_antillogorgiicola

c_Zetaproteobacteria_JQLW00000000_Ghiorsea_bivora

c_Deltaproteobacteria_AUBQ00000000_Desulfovibrio_putealis_DSM_16056

nDJH13_bin1

p_Fibrobacteres_MWQE00000000_Fibrobacter_sp_UWR2

nXX_bin4

nKLK_bin6

p_Nitrospirae_bacterium_LNQR00000000_HCH-1_MTB

c_Alphaproteobacteria_NC_023065_Magnetospirillum_gryphiswaldense_MSR-1_MTB

c_Oligoflexia_AUNE00000000_Bacteriovorax_sp_BSW11_IV

nN2-2_bin5

c_Deltaproteobacteria_ATBP00000000_Candidatus_Magnetoglobus_multicellularis_MTB

nMY_bin3

p_Fibrobacteres_DGUZ00000000_Fibrobacter_sp_UBA4297

p_Fibrobacteres_OCMS00000000_Fibrobacter_sp_UWB16

c_Oligoflexia_DFBJ00000000_Bacteriovoracaceae_bacterium_UBA3083

nJSW_bin1

nDJH8_bin13

nNGH_bin12

nN2-2_bin2

c_Gammaproteobacteria_ATZE00000000_Sedimenticola_selenatireducens_DSM_17993

c_Deltaproteobacteria_FWXY00000000_Desulfobacterium_vacuolatum_DSM_3385
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nQXH1_bin1

nSSYD_bin4

c_Alphaproteobacteria_NZ_CP014525_Haematospirillum_jordaniae_strain_H5569

nW3_bin19

nWRX1_bin1

nWRX1_bin11

nDJH6_bin20

nHLH_bin2

c_Deltaproteobacteria_DLGG00000000_Desulfovibrio

c_Oligoflexia_MEQL00000000_Bdellovibrionales_bacterium_RIFOXYD12_FULL_39_22

c_Zetaproteobacteria_PEAA00000000_Zetaproteobacteria_bacterium_PCbin4_MTB

c_Deltaproteobacteria_NZ_CM001368_Desulfovibrio_carbinoliphilus_subsp_oakridgensis_strain_FW-101-2B

p_Nitrospirae_PEAE00000000_Nitrospirae_bacterium_MYbin2_MTB

c_Alphaproteobacteria_FLYE00000000_Terasakiella_magnetica_PR-1_MTB

nS315_bin38

c_Deltaproteobacteria_AUBP00000000_Desulfovibrio_inopinatus_DSM_10711

c_Oligoflexia_Bacteriovorax_stolpii_strain_DSM_12778

c_Alphaproteobacteria_NZ_AONQ00000000_Magnetospirillum_caucaseum_SO-1_MTB

nNGH_bin14

p_Planctomycetes_MKTT00000000_Planctomycetales_bacterium_71-10

nN3_bin16

nWRX2_bin6

c_Etaproteobacteria_LVJN00000000_Magnetofaba_australis_IT-1_MTB

nDJH6_bin14

c_Alphaproteobacteria_NZ_FO538765_Magnetospira_sp_QH-2_MTB

c_Deltaproteobacteria_MGRJ00000000_Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_28

c_Deltaproteobacteria_PCSF00000000_Desulfobacterales_bacterium_CG23_combo_of_CG06-09_8_20_14_all_52_9

p_Planctomycetes_NZ_LT934425_Candidatus_Kuenenia_stuttgartiensis_isolate_kuenenia_mbr1_ru-nijmegen

p_Riflebacteria_DMAR00000000_Candidatus_Riflebacteria_bacterium

p_Nitrospinae_NZYH00000000_Nitrospina_sp

nHA4_bin8

nJC1_bin3

c_Zetaproteobacteria_PFXG00000000_Zetaproteobacteria_bacterium_CG_4_9_14_3_um_filter_49_83

nDJH15_bin13

c_Gammaproteobacteria_NZ_AP012978_Endosymbiont_of_unidentified_scaly_snail_isolate_Monju

c_Gammaproteobacteria_AQZU00000000_Methylovulum_miyakonense_HT12

c_Etaprotoebacteria_PEAN00000000_Magnetococcales_bacterium_DCbin4_MTB

p_Nitrospirae_PEAH00000000_Nitrospirae_bacterium_HCHbin1_MTB

c_Alphaproteobacteria_NZ_CP038255_Terasakiella_sp_SH-1_MTB

nPCR_bin10

nJSW_bin3

c_Oligoflexia_MEPP00000000_Bdellovibrionales_bacterium_GWA2_49_15

nDJH2_bin9

p_Fibrobacteres_MWQI00000000_Fibrobacter_sp_UWB4

c_Oligoflexia_MPCU00000000_Bacteriovorax_sp_MedPE-SWde

p_Fibrobacteres_FXBA00000000_Fibrobacter_sp_UWB15

c_Gammaproteobacteria_NZ_AP012273_Thiolapillus_brandeum

nTS_bin18

c_Etaproteobacteria_JN177318_magneto-ovoid_bacterium_MO-1_MTB

c_Gammaproteobacteria_PQCP00000000_Candidatus_Sedimenticola_endophacoides

p_Planctomycetes_BAOS00000000_Candiadtus_Scalindua_japonica

nJC1_bin9

nDJH14_bin10

nMY_bin6

c_Oligoflexia_NC_016620_Bacteriovorax_marinus_SJ

c_Gammaproteobacteria_CP032507_Gamma_proteobacterium_BW-2_MTB

nKLK_bin1

p_Nitrospirae_PEAQ00000000_Nitrospirae_bacterium_DC0425bin1_MTB

c_Gammaproteobacteria_JRAA00000000_Solemya_velum_gill_symbiont

nWRX1_bin5

c_Zetaproteobacteria_MNXA00000000_Zetaproteobacteria_bacterium_CG1_02_55_237

p_Planctomycetes_LJTY00000000_Planctomycetes_bacterium_SM23_25_MTB

nCL_bin10

nYD0425_bin6

nYQH56_bin3

nTS_bin21

nWRX1_bin12

nTS_bin2

nN2-2_bin1

p_Fibrobacteres_FQYM00000000_Fibrobacter_sp_UWP2

c_Deltaproteobacteria_AUCU00000000_Desulfatirhabdium_butyrativorans_DSM_18734

c_Gammaproteobacteria_QBVC00000000_gamma_proteobacterium_symbiont_of_Ctena_orbiculata

c_Gammaproteobacteria_MARB00000000_Candidatus_Thiodiazotropha_endolucinida

c_Etaprotoebacteria_PEAG00000000_Magnetococcales_bacterium_HCHbin5_MTB

nXX_bin12

nDJH2_bin10

c_Gammaproteobacteria_NATV00000000_gamma_proteobacterium_symbiont_of_Ctena_orbiculata

p_Fibrobacteres_PGEX01000001_Fibrobacter_sp_UWS3_Ga0136295_11

p_Nitrospinae_DLRR00000000_Nitrospinaceae_bacterium_UBA7883

nARSLQ_bin1

c_Alphaproteobacteria_PIUM00000000_Telmatospirillum_siberiense

p_Nitrospinae_PCWG00000000_Nitrospinae_bacterium_CG11_big_fil_rev_8_21_14_0_20_45_15

p_Fibrobacteres_LIUG00000000_Candidatus_Fibromonas_termitidis

c_Oligoflexia_MAAO00000000_Halobacteriovorax_marinus

nHA5a_bin2

p_Fibrobacteres_MWQK00000000_Fibrobacter_sp_UWB2

c_Deltaproteobacteria_AECZ00000000_Desulfovibrio_fructosivorans_JJ

nYD0425_bin13

c_Deltaproteobacteria_PCXA00000000_Deltaproteobacteria_bacterium_CG11_big_fil_rev_8_21_14_0_20_47_16

c_Gammaproteobacteria_NATW00000000_gamma_proteobacterium_symbiont_of_Ctena_orbiculata

nMY_bin1

c_Candidatus_Lambdaproteobacteria_PDZZ00000000_Lambdaproteobacteria_bacterium_PCRbin3_MTB

nDJH13_bin19

nHAa3_bin1

nHGR_bin4

p_Fibrobacteres_LVAE00000000_Fibrobacterales_bacterium_Fibro_02

nDJH6_bin28

c_Deltaproteobacteria_MGRM00000000_Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_16

nER1_bin2

nER1_bin6
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p_Latescibacteria_ASWY00000000_Latescibacteria_bacterium_SCGC_AAA252-B13_MTB

p_Fibrobacteres_FRBA00000000_Fibrobacter_sp_UWOV1

c_Oligoflexia_PCUW00000000_Bdellovibrionales_bacterium_CG12_big_fil_rev_8_21_14_0_65_38_15

c_Gammaproteobacteria_QKED00000000_Gammaproteobacteria_bacterium

nTS_bin10

c_Gammaproteobacteria_DIUY00000000_Methylococcaceae_bacterium_UBA6146
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nYD0425_bin5

p_Nitrospirae_PMYY00000000_Nitrospiraceae_bacterium

nDJH14_bin7

p_Nitrospirae_PEAC00000000_Nitrospirae_bacterium_MYbin6_MTB

c_Alphaproteobacteria_NZ_JXSL00000000_Magnetospirillum_magnetotacticum_MS-1_MTB
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c_Gammaproteobacteria_NZ_CP011412_Sedimenticola_thiotaurini_strain_SIP-G1

nwal_bin5

nTS_bin12

c_Oligoflexia_AUMC00000000_Bacteriovorax_sp_BAL6_X

p_Fibrobacteres_FRBF00000000_Fibrobacter_sp_UWT2

c_Alphaproteobacteria_JHYO00000000_Terasakiella_pusilla_DSM_6293

p_Fibrobacteres_NC_017448_Fibrobacter_succinogenes_subsp_succinogenes_S85

p_Planctomycetes_NVWA00000000_Planctomycetes_bacterium
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c_Alphaproteobacteria_ARMX00000000_Novispirillum_itersonii_subsp_itersonii_ATCC_12639

nDC0425_bin4

p_Omnitrophica_DISH00000000_Candidatus_Omnitrophica_bacterium_UBA6215

p_Nitrospinae_LFLA00000000_Nitrospina_sp_LS_NOB

nDJH6_bin18

c_Gammaproteobacteria_MGZB00000000_Gammaproteobacteria_bacterium_RIFOXYD12_FULL_61_37

c_Gammaproteobacteria_LVJW00000000_Candidatus_Thiodiazotropha_endoloripes
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c_Deltaproteobacteria_NC_018645_Desulfobacula_toluolica_Tol2

c_Deltaproteobacteria_FWEV00000000_Candidatus_Desulfamplus_magnetomortis_BW-1_MTB

p_Fibrobacteres_DMRM00000000_Fibrobacteres_bacterium

nDJH8_bin5

nTS_bin1

nNGH_bin2

c_Deltaproteobacteria_JNJA00000000_Desulfovibrio_alcoholivorans_DSM_5433

c_Etaprotoebacteria_RXIU00000000_Candidatus_Magnetaquicoccus_inordinatus_UR-1_MTB

c_Etaprotoebacteria_PDZU00000000_Magnetococcales_bacterium_YD0425bin7_MTB

nWRX3_bin2

c_Deltaproteobacteria_MGQB00000000_Deltaproteobacteria_bacterium_RBG_13_43_22

c_Deltaproteobacteria_NC_012108_Desulfobacterium_autotrophicum_HRM2

p_Fibrobacteres_FUWU00000000_Fibrobacter_intestinalis

c_Oligoflexia_PPDJ00000000_Halobacteriovorax_sp_DA5

nWMH_bin4

c_Etaprotoebacteria_PEAK00000000_Magnetococcales_bacterium_HA3dbin1_MTB
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c_Lambdaproteobacteria_MFNB00000000_Candidatus_Lambdaproteobacteria_bacterium_RIFOXYC1_FULL_56_13

p_Omnitrophica_MHFX01000000_Omnitrophica_WOR_2_bacterium_GWA2_45_18_MTB
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nWMH_bin1

c_Deltaproteobacteria_AREY00000000_Desulfobacter_curvatus_DSM_3379
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nWMH_bin2

c_Etaprotoebacteria_PEAP00000000_Magnetococcales_bacterium_DC0425bin3_MTB
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nDJH13_bin21
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nHGR_bin18

c_Deltaproteobacteria_JPDT00000000_Candidatus_Magnetomorum_sp_HK-1_MTB

p_Omnitrophica_PEWV00000000_Candidatus_Omnitrophica_bacterium_CG07_land_8_20_14_0_80_42_15

nDJH15_bin8

c_Oligoflexia_Oligoflexus_tunisiensis_Shr3

c_Oligoflexia_PASP00000000_Halobacteriovoraceae_bacterium

p_Nitrospirae_JZJI00000000_Candidatus_Magnetoovum_chiemensis_MTB

c_Lambdaproteobacteria_MFNE00000000_Candidatus_Lambdaproteobacteria_bacterium_RIFOXYD2_FULL_50_16

c_Alphaproteobacteria_LWQT00000000_Magnetospirillum_marisnigri_SP-1_MTB

p_Omnitrophica_PLNR00000000_Candidatus_Omnitrophica_bacterium

nDH2_bin7

p_Latescibacteria_DEAC00000000_Latescibacteria_bacterium_UBA2992

c_Deltaproteobacteria_DFZE00000000_Desulfobacteraceae_bacterium_UBA4064

nDJH6_bin19

nPCR_bin5
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nYD0423_bin3
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c_Etaprotoebacteria_PEAJ00000000_Magnetococcales_bacterium_HA3dbin3_MTB

nS315_bin24
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p_Nitrospirae_NSJL00000000_Nitrospira_sp
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