
A B

Shani et al. Supplementary Figure S2

C
D

45

DAPI

Nkp46

CD3

CD4

S
S

C
-A

B
22

0
C

D
8

Lymphoid cells
B cells

NK cells

CD8 T cells

CD4 T cells

S
ig

le
cF

S
S

C
-A

C
D

11
c

C
D

11
b

C
D

11
c

CD11b

CD11b

Ly6C

Ly6C

Ly6G

AM

Eos

Neu

IM

Ly6Chigh

Myeloid cells

CD11c

C
D

11
c

DCs1

CD3+

DCs2

Ly6Clow

Fo
ld

 C
ha

ng
e

Fo
ld

 C
ha

ng
e

C D

Normal
Mets

Supplementary Figure S2. Lung metastases formation is characterized by extensive modifications 
in the immune milieu. (A,B) qRT-PCR analysis of Il33 downstream genes (A) and immune related tran-
scription factors (B) in total lungs derived from MMTV-PyMT mice bearing lung metastases (n=3) and 
normal controls (n=3). Data are presented as mean ± SD of technical repeats; Multiple t-tests with Welch’s 
correction, FDR(Q)=5% and Fold Change>1.5. *q<0.05 **q<0.01, ***q<0.001, ****q<0.0001, ns-not signif-
icant. (C,D) Gating strategy for flow cytometry of lymphoid (C) and myeloid (D) immune cell populations in 
mice lungs. 


