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Multivariate analysis of AP2 genes in THCA. n, number; HR. hazard ratio; CI, confidence interval. P-values in bold 

were less than 0.05. Some patients in the BRAF MUT, RAI treated (n = 13) and BRAF-like, RAI-treated (n = 13) cohorts 

were not included in univariate and multivariate analysis due to missing clinical variables. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


