Cancer cells impair monocyte-mediated T cell stimulation to evade immunity
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UNCROPPED WESTERN BLOT IMAGES

1. A375 Melanoma BLOT: Extended Data Fig. 5s
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Histone control run on the same gel. Gel was cut for antibody incubation and development.



2. YUMM1.7 Melanoma BLOT: Extended Data Fig. 5m

o Vinculin (~116kDa)
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Vinculin control run on the same gel. Gel was cut for antibody incubation and
development.



