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Supplementary Table 1: Top 20 markers from scRNA-seq populations. Gene lists depicting 
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are included. 
 
Supplementary Table 5: Meta-analysis studies. Main characteristics of studies included in the 
meta-analysis, including cancer type, numbers of patients, COX inhibitors used and 
immunotherapy specification.  
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UNCROPPED WESTERN BLOT IMAGES 
 

1. A375 Melanoma BLOT: Extended Data Fig. 5s 
 

 
o HISTONE3 (18kDa)  

 

 
o COX2 (74 kDa)  

 
 
Histone control run on the same gel. Gel was cut for antibody incubation and development.  
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2. YUMM1.7 Melanoma BLOT: Extended Data Fig. 5m 
 

o Vinculin (~116kDa) 
*on left side for COX2 samples on right side for COX1 samples  

 

 
o COX 1 (left) COX2 (right) ~74KDa 

 
 
 

Vinculin control run on the same gel. Gel was cut for antibody incubation and 
development. 
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