Marques et al.

S1 File. Description of the genome editions made in this study

Strain: PHX214
Allele: syb214
Description: deletion of unc-68 promoterl and exon 1.1

Wild type sequence (with deletion in double strikethrough):

ttgatagaaggatataccatataaaatttcatatgtttcagaaaacttcgagatttcaatcacaacgattttctatggggaatgagagcaaga
aaggaaatttatgacaaaataataaacaccatcaaattggatcaaagaagagtgaagttgcaaaatagtatggagagattctttgaaagt

gagtttcagatattttgatgtcgttttgaaaattgttaacagaatggaatcagaacatcttcgttttatattggaaatttttctgtaaactaaaacc
tcaaaaaaacaaattatgttaaaattttattctcaaaacactagtagttgctataaagttgaagtttgaaggaatttgacataaaatgctcaaa

acttccaataatttttttgataggttaaatttagattgaaaaattaaggtgttgcctatttccgaattaatgaatttcgatttgaagttttttactgge
ccaactttttccaaattccaaatattattttcagggcaatcacgaaattcaacttccggtcttgatgaagaaacgatgatgaggttacgaaat
gaaacgatgaatctagactaaaacgaatttgttgttttgatttcttttttttttaaagtagttttcagatctcttccagatactatttcgtaatagttgt
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ttttattcaaaacagacaaagttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggctctcacttgaatgtagatcg
ataacatcgataacattttgaaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgt
gccacctegcettaaacgagtgaaaagaagaggaccctecggggtgtaagtgegegattcgcaaatctegtaaaaagagaaacgacaa
aagagaaaaagcactctccgcatatcectgtttgattgtaacataaagtcgttttgtttcegtatagtttaaaattttttgaatactctectacctt
atgaaatgaattcaattctactacaattgagcatgtgtgaaagtttatagtaaccgaaaaacttaccattgtatttttgctcaagtcaaaatcta
gtaagatttctagtaaaagctcccatcttaatgataagctttcaaaaatctgctttcactcggtcggaggegcectctcacecgectegettee
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cagtgagcaaactgtcgttacagtgtttgcgggataaaaatacatataaagaacccaagtatgaaacacgtaattcaatgttgtcattacgt
tgcagcgtgaaaagaaaatatggtacttatgtattacatgccctcattttattagtaattttttaagccatgaaaaataaaaacgtgaaccaca
atttgtatttttagacttagg

Edited sequence (left and right of the deletion with a different color):

ttgatagaaggatataccatataaaatttcatatgtttcagaaaacttcgagatttcaatcacaacgattttctatggggaatgagagcaaga
aaggaaatttatgacaaaataataaacaccatcaaattggatcaaagaagagtgaagttgcaaaatagtatggagagattctttgaaagt
gagtttcagatattttgatgtcgttttgaaaattgttaacagaatggaatcagaacatcttcgttttatattggaaatttttctgtaaactaaaacc
tcaaaaaaacaaattatgttaaaattttattctcaaaacactagtagttgctataaagttgaagtttgaaggaatttgacataaaatgctcaaa
acttccaataatttttttgataggttaaatttagattgaaaaattaaggtgttgcctatttccgaattaatgaatttcgatttgaagttttttactgge
ccaactttttccaaattccaaatattattttcagggcaatcacgaaattcaacttccggtcttgatgaagaaacgatgatgaggttacgaaat
gaaacgatgaatctagactaaaacgaatttgttgttttgatttcttttttttttaaagtagttttcagatctcttccagatactatttcgtaatagttgt
ttccagttttattcaaaacagacaaagttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggctctcacttgaatgta
gatcgataacatcgataacattttgaaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaa
aatgtgccacctcgcttaaacgagtgaaaagaagaggaccctccggggtgtaagtgcgcegattcgeaaatctegtaaaaagagaaac
gacaaaagagaaaaagcactctccgeatatccctgtttgattgtaacataaagtegtittgtttcegtatagtttaaaattttttgaatactctee
taccttatgaaatgaattcaattctactacaattgagcatgtgtgaaagtttatagtaaccgaaaaacttaccattgtatttttgctcaagtcaa
aatctagtaagatttctagtaaaagctcccatcttaatgataagctttcaaaaatctgctttcactcggtcggaggegectctcaccegecte
gcttcccagtgagceaaactgtegttacagtgtttgcgggataaaaatacatataaagaacccaagtatgaaacacgtaattcaatgttgte
attacgttgcagcgtgaaaagaaaatatggtacttatgtattacatgccctcattttattagtaattttttaagccatgaaaaataaaaacgtga
accacaatttgtatttttagacttagg
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Strain: PHX215
Allele: syb215
Description: Deletion of unc-68 exon 1.1

Wild type sequence (with deletion in double strikethrough):

tttctcgtectteatctetccgecgteattcacctatttetetettatcctgagattagacttgagcataacaccgcagcaataaaaccaccgg
agagtttaattagaaaccacaattcctcctetttttcteggttttgtgcttcttcctccactcatgttttacgttttatttgttactttcgacatgacttt
tattctgaatttcgggaggaagtatttaagaaaaattgatgctttacacggactatttgttaaaagcgctaacatgcaaatgttggatttaatg
aagtaagaaagctatactataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaatttt
ttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctactt
ttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatccccataattttccgttcgttttttctgtcgtcttttgctcccgtttg

et agttttattcaaaacagacaaagttcaagttgacaattagttctccggttgacttttcgga
ggggaatatttcggctctcacttgaatgtagatcgataacatcgataacattttgaaatattaatttctgaatttttttttgcatttaattgtgtagt
acggaatgttgtacttttcaaattgtgcaaaaatgtgccacctegettaaacgagtgaaaagaagaggaccctecggggtgtaagtgeg
cgattcgcaaatctcgtaaaaagagaaacgacaaaagagaaaaagceactctccgeatatceectgtttgattgtaacataaagtegttttgtt
tccgtatagtttaaaattttttgaatactctcctaccttatgaaatgaattcaattctactacaattgagcatgtgtgaaagtttatagtaaccga
aaaacttaccattgtatttttgctcaagtcaaaatctagtaagatttctagtaaaagctcccatcttaatgataagctttcaaaaatctgctttca
ctcggtcggaggcegcectetcaccecgectegetteccagtgagcaaactgtegttacagtgtttgcgggataaaaatacatataaagaac
ccaagtatgaaacacgtaattcaatgttgtc

Edited sequence (left and right of the deletion with a different color):

tttctegtecttcatctctcegecgteattcacctatttetetettatcctgagattagacttgagcataacaccgcagcaataaaaccaccgg
agagtttaattagaaaccacaattcctcctetttttctcggttttgtgcttcttectccactcatgttttacgttttatttgttactttcgacatgacttt
tattctgaatttcgggaggaagtatttaagaaaaattgatgctttacacggactatttgttaaaagcgctaacatgcaaatgttggatttaatg
aagtaagaaagctatactataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagceagtttttgaatttt
ttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctactt
ttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatceccataattttecgttegttttttctgtegtettttgceteecgttty
ttatttttttttttgcgttttcccaagtggtaccagcacctctagtttttttgttttacagagttttattcaaaacagacaaagttcaagttgacaatt

agttctccggttgacttttcggaggggaatatttcggctctcacttgaatgtagatcgataacatcgataacattttgaaatattaatttctgaa
tttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgtgccacctegcettaaacgagtgaaaagaagagga
ccetccggggtgtaagtgcgegattegcaaatctegtaaaaagagaaacgacaaaagagaaaaagceactctcegceatatecctgtttg

attgtaacataaagtcgttttgtttccgtatagtttaaaattttttgaatactctcctaccttatgaaatgaattcaattctactacaattgagceatg

tgtgaaagtttatagtaaccgaaaaacttaccattgtatttttgctcaagtcaaaatctagtaagatttctagtaaaagctcccatcttaatgat

aagctttcaaaaatctgctttcactcggtcggaggegcectctcaccegectegetteccagtgagcaaactgtegttacagtgtttgeggg
ataaaaatacatataaagaacccaagtatgaaacacgtaattcaatgttgtc
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Strain: PHX216
Allele: syb216
Description: deletion of unc-68 promoter2 and exon 1.2

Wild type sequence (with deletion in double strikethrough):

actataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaa
atattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatc
tcaaaaacctccttggcaataaatctaaaatatccccataattttcegttegttttttctgtegtettttgctecegtttgttatttttttttttgegtttt
cccaagtggtaccagcacctctagtttttttgttttacagatgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaac
gaaaccgaccgaacattatcagatcgacgatcgacaacgatggccgacaaggaggagcagggaggaggcgaacaggatgatgtct
cttttctccgaacygtta as

uuuuuuuu goeteeet ctgTagaacas 337 Y Ctoattttgtty o ttgtgtgggooygt=
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ctcgggtcagaaaggttggtgacatttttgggaaactttttcttgagaagttgggcctaatataattattttttaaaaagttttttgag ccgaaa
atgttttcagaagacgatctattgagaaattaaagttgtggatatacggtatccaaaaacatcagaatcagcgcagttcttgatactggage
tcaagaacaacaatttaaaaaattataagtttttccacaataatttcagagtttgtttgtgcaccgaaggctttggaaaccggatgtgcacac
tggaaaacgtgtcggacaaggacatcccgecagatattgcaatgtgeatgetttacatcgataacgcactgtcgatgagageattacag
gaaatgatgtcagcggatagtgatcatgtgagtttttttttaattaaaaaataatttttcgcatataatggaaagatacagtt

Edited sequence (left and right of the deletion with a different color and synonymous
mutations are labelled in purple):

actataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaa
atattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatc
tcaaaaacctccttggcaataaatctaaaatatceccataattticegttcgtttitictgtegtettitgetecegtttgttattttttttittgcgtttt
cccaagtggtaccagcacctctagtttttttgttttacagatgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaac
gaaaccgaccgaacattatcagatcgacgatcgacaacgatggccgacaaggaggagcagggaggaggcgaacaggatgatgtct
cttttctacgaaccggagacatcgtctgectetegtgegttgectcacacaatagagatggagttctcgggtcagaaaggttggtgacat
ttttgggaaactttttcttgagaagttgggcctaatataattattttttaaaaagttttttgagccgaaaatgttttcagaagacgatctattgaga
aattaaagttgtggatatacggtatccaaaaacatcagaatcagcgcagttcttgatactggagctcaagaacaacaatttaaaaaattata
agtttttccacaataatttcagagtttgtttgtgcaccgaaggctttggaaaccggatgtgcacactggaaaacgtgtcggacaaggacat
cccgcecagatattgcaatgtgeatgctttacatcgataacgcactgtcgatgagagcattacaggaaatgatgtcageggatagtgatca
tgtgagtttttttttaattaaaaaataatttttcgcatataatggaaagatacagtt
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Strain: PHX217

Allele: syb217

Description: Deletion of unc-68 exon 1.2

Wild type sequence (with deletion in double strikethrough):

aaactcatagtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatg
attagttagttccaagaaatggatittgatiicacggatatcteagatgaggateataactatgttacaaaggtitgtttaaaagaactattctat
attaaacggaaagtctggaaatcacagaggacagaggaaatgaatttctttatttttgataaaatttttatttccag

Edited sequence (left and right of the deletion with a different color):

aaactcatagtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatg
attagttagttccaagaatttaaaagaactattctatattaaacggaaagtctggaaatcacagaggacagaggaaatgaatttctttattttt
gataaaatttttatttccag
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Strain: PHX218
Allele: syb218

Description: Deletion of alternative unc-68 exon 10

Wild type sequence (with deletion in double strikethrough):

gaactgccacatgatgagcgacaaattgctgaagacagtatgagagacttaa

Edited sequence (left and right of the deletion with a different color and synonymous
mutations are labelled in purple):

actccaaacaaccaagtgttgatggggatgagccaccageggttagaagaagtctactcgaactgccacacgatgagcgacaaattg
ctgaagacagtatgagagacttaa
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Strain: PHX219

Allele: syb219

Description: Deletion of alternative unc-68 exon 12.2

Wild type sequence (with deletion in double strikethrough):

tagatagattttaactgaaattatttatagetteagggatagtgatagaaggaaagaagaaaaagctgcacaa

Edited sequence (left and right of the deletion with a different color and synonymous
mutations are labelled in purple):

tagatagattttaactgaaattatttatagggattcggatagaaggaaagaagaaaaagctgcacaa
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Strain: PHX220
Allele: syb220
Description: Deletion of alternative unc-68 exon 13

Wild type sequence (with deletion in double strikethrough):

agcttctccgctttctgtactttaagcacatccgattttcaatcaataatttttcaatttcaactaacttcaatttcagaagaagtctactggaact
gccacatgatgagcgacaaattgctgaagacagtatgagagacttaaacgatcgtcattctgagaaaccaaagaagggaggtcttctaa
gcaggctcagagattcaagtaatactcgcaaaaagtaagagtcattagaaaaatgtagatagattttaactgaaattatttatagcttcagg
gatagtgatagaaggaaagaagaaaaagctgcacaattgcgacaaatgaaggcaaattcaagaagttttgatgcaggaagtcttgata
cgtcaacccttccaactggtcagaaggatgtattgg g asagtaaaaaataasa 3 agacacaatgatas

agcctctagcgagatgccactatccggaccaggtcgacaattgacgatcaagagaagttctattaagaaaaacaaaaaaggaaagaa
ggtatattagaaagtagagatttttcaaagtttactttttttccaggccgaaatcgctcttgagaagatggaacgagagaagaaaggctcaa
ttataccaatggatgctcagctagatgtgctccaagaaggagacgceccatgeacttgttcaccacaaggataaggttgatgaatactact
acggtatcagaatcttcccagggcaagatccatctcaagtatgggttggatgggtcaccacacaataccactattataatgtcaactttgat
ggaagtcaaggagtcagaaaatgtagattctcagaagccgatcatcacggaact

Edited sequence (left and right of the deletion with a different color and synonymous
mutations are labelled in purple):

agcttctcegctttctgtactttaagcacatccgattttcaatcaataatttttcaatttcaactaacttcaatttcagaagaagtctactggaact
gccacatgatgagcgacaaattgctgaagacagtatgagagacttaaacgatcgtcattctgagaaaccaaagaagggaggtcttctaa
gcaggctcagagattcaagtaatactcgcaaaaagtaagagtcattagaaaaatgtagatagattttaactgaaattatttatagcttcagg
gatagtgatagaaggaaagaagaaaaagctgcacaattgcgacaaatgaaggcaaattcaagaagttttgatgcaggaagtcttgata
cgtcaacccttccaactggtcagaaggatgtactggectttggegagatgecactatccggaccaggtcgacaattgacgatcaagag
aagttctattaagaaaaacaaaaaaggaaagaaggtatattagaaagtagagatttttcaaagtttactttttttccaggccgaaatcgetct
tgagaagatggaacgagagaagaaaggctcaattataccaatggatgctcagctagatgtgctccaagaaggagacgceccatgeactt
gttcaccacaaggataaggttgatgaatactactacggtatcagaatcttcccagggcaagatccatctcaagtatgggttggatgggte
accacacaataccactattataatgtcaactttgatggaagtcaaggagtcagaaaatgtagattctcagaagccgatcatcacggaact
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Strain: PHX471

Allele: syb471

Description: wrmScarlet (intron free) in frame upstream of unc-68 exon 1.1
Wild type sequence:

tttgttaaaagcgctaacatgcaaatgttggatttaatgaagtaagaaagctatactataaatcccaaatctcagetcagtgaatatgetttaa
aataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatatt

attcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatceccat
aattttccgttegttttttctgtegtctttgctcecgtttgttatttttttttitgegttttcccaagtggtaccageacctctagtttttttgttttacag

atgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaacgaaaccgaccgaacattatcagatcgacgatcgaca

acgatggccgacaaggaggagcagggaggaggcgaacaggatgatgtctettttctccgaacggttagttttattcaaaacagacaaa
gttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggctctcacttgaatgtagatcgataacatcgataacattttg

aaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgtgccacctcgettaaacgag
tgaaaagaagaggaccctccggggtgtaagtgcgegattcgcaaat

Edited sequence (left and right of the insertion with a different color, WormScarlet sequence
is in orange and synonymous mutations are labelled in purple):

tttgttaaaagcgctaacatgcaaatgttggatttaatgaagtaagaaagctatactataaatcccaaatctcagctcagtgaatatgetttaa
aataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatatt
attcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatceccat
aattttccgttegttttttctgtegtctttgctcecgtttgttattttttttttgegttttcccaagtggtaccageacctctagtttttttgttttacag
atgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaacgaaaccgaccgaacattatcagatcgacgatcgaca
acgatggtcagcaagggagaggcagttatcaaggagttcatgcgtttcaaggtccacatggagggatccatgaacggacacgagttc
gagatcgagggagagggagagggacgtccatacgagggaacccaaaccgccaagetcaaggtcaccaagggaggaccacteee
attctcctgggacatcctctccccacaattcatgtacggatccegtgecttcaccaagcacccagecgacatcccagactactacaagea
atccttcccagagggattcaagtgggagcegtgtcatgaacttcgaggacggaggagecgtcaccgtcacccaagacaccteectega
ggacggaaccctcatctacaaggtcaagetcegtggaaccaacttcccaccagacggaccagtcatgcaaaagaagaccatgggat
gggaggcctccaccgagegtetctacccagaggacggagtectcaagggagacatcaagatggecctecgtetcaaggacggagg
acgttacctcgccgacttcaagaccacctacaaggccaagaagccagtccaaatgccaggagcectacaacgtcgacegtaagetcga
catcacctcccacaacgaggactacaccgtcgtcgagcaatacgagegttccgagggacgtcactccaccggaggaatggacgage
tctacaagatggccgacaaggaagagcagggaggaggcegaacaggatgatgtctettttctccgaacggttagttttattcaaaacaga
caaagttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggetctcacttgaatgtagatcgataacatcgataaca
ttttgaaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgtgecacctegcettaaa
cgagtgaaaagaagaggaccctccggggtgtaagtgcgegattcgcaaat
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Strain: PHX729

Allele: syb729

Description: mNeonGreen in frame upstream of unc-68 exon 1.2
Wild type sequence:

ctccttctecegatctetettegttttcectcgagagacttatgtcgeccatatggeattcageegteccecggtecegcctattgtttttegt
cgctcttttttttggctcacaatttttggtgactcttcagttttcagacaaagagactccacattagaagtctgetctaggcagcaaactcata
gtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatgattagttag
ttccaagaaatggattttgatttcacggatatctcagatgaggatcataactatgttacaaaggtttgtttaaaagaactattctatattaaacg
gaaagtctggaaatcacagaggacagaggaaatgaatttctttatttttgataaaatttttatttccagggagacatcgtctgectctectge
gttgcctcacacaatagagatggagttctcgggtcagaaaggttggtg

Edited sequence (left and right of the insertion with a different color, mNeonGreen sequence
is in blue and synonymous mutations are labelled in purple):

ctccttcteccgatctetettegttttcectcgagagacttatgtcgeccatatggeattcagecgtecccecggteecgcectattgttttttegt
cgctcttttttttggctcacaatttttggtgactcttcagttttcagacaaagagactccacattagaagtctgctctaggcagcaaactcata
gtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatgattagttag
ttccaagaaatggtctccaagggagaggaggacaacatggecteecteccagecacccacgagcetecacatcttcggatccatcaac
ggagtcgacttcgacatggtcggacaaggaaccggaaacccaaacgacggatacgaggagcetcaacctcaagtccaccaaggtaa
gtttaaacatatatatactaactaaccctgattatttaaattttcagggagacctccaattctccccatggatectcgtcccacacatcggata
cggattccaccaatacctcccatacccagacggaatgtccccattccaagecgecatggtcgacggatccggataccaagtecacegt
accatgcaattcgaggacggagcctccctcaccgtcaactaccgttacacctacgagggatcccacatcaaggtaagtttaaacagttc
ggtactaactaaccatacatatttaaattttcagggagaggcccaagtcaagggaaccggattcccagecgacggaccagtcatgace
aactccctcaccgecgecgactggtgecgttccaagaagacctacccaaacgacaaggtaagtttaaacatgattttactaactaactaa
tctgatttaaattttcagaccatcatctccaccttcaagtggtcctacaccaccggaaacggaaagcegttaccgttccaccgeccgtacca
cctacaccttcgccaagccaatggecgcecaactacctcaagaaccaaccaatgtacgtettccgtaagaccgagcetcaageactccaa
gaccgagctcaacttcaaggagtggcaaaaggecttcaccgacgtcatgggaatggacgagctctacaagatggattttgatttcacgg
atatctcagatgaagatcataactacgttacaaaggtttgtttaaaagaactattctatattaaacggaaagtctggaaatcacagaggac
agaggaaatgaatttctttatttttgataaaatttttatttccagggagacatcgtctgectctcectgegttgectcacacaatagagatggagt

tctcgggtcagaaaggttggtg
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