
Marques et al. 

1 

 

S1 File. Description of the genome editions made in this study 

Strain: PHX214 

Allele: syb214 

Description: deletion of unc-68 promoter1 and exon 1.1 

Wild type sequence (with deletion in double strikethrough): 

ttgatagaaggatataccatataaaatttcatatgtttcagaaaacttcgagatttcaatcacaacgattttctatggggaatgagagcaaga

aaggaaatttatgacaaaataataaacaccatcaaattggatcaaagaagagtgaagttgcaaaatagtatggagagattctttgaaagt

gagtttcagatattttgatgtcgttttgaaaattgttaacagaatggaatcagaacatcttcgttttatattggaaatttttctgtaaactaaaacc

tcaaaaaaacaaattatgttaaaattttattctcaaaacactagtagttgctataaagttgaagtttgaaggaatttgacataaaatgctcaaa

acttccaataatttttttgataggttaaatttagattgaaaaattaaggtgttgcctatttccgaattaatgaatttcgatttgaagttttttactggc

ccaactttttccaaattccaaatattattttcagggcaatcacgaaattcaacttccggtcttgatgaagaaacgatgatgaggttacgaaat

gaaacgatgaatctagactaaaacgaatttgttgttttgatttcttttttttttaaagtagttttcagatctcttccagatactatttcgtaatagttgt

ttcccttcacatatgaaactgatcgggtttttattgtttttatcatgaataaatcactcaaaacattagttgtttgtgttttccacgtctgcgccttg

ctcctggccaccgcgagcaggacgccgctctttttcacttgagcctttcggcgcgactaataaatgatcccgcggacgcgagagcccc

caagcgcaaagtatccatccgcgatcgagcacaaagatatacacttcacacactctccacatctcggacagagataatgatttttgtgtttt

atagtttttttacttcttaatttctctattaataacattaattcttccatattgtagaaaatatgtagatcaaaataccaaatcatcaaaagttttattg

aattgccaaattgaaactgtaatttttgagtaaagctgacaattttaacgctaacaaggtatatatacaaatatattgaatttctcacaatttaca

atcaacgttttggtaaattcccaaaattacaaaaattggaattttgcgaaatttagagcattgacgcttgttttcacctgtatttgtcattttttga

ccgtaaatcaaaactttcaaacatttttgaaacgtgtgactgtagtattcaactatttcagccactttcaaagcatctatcaatttggtaaaaac

gtttaattttaactgtagagaagctcactaatccgtccaacttgtaatttatgcttatttgcaaaaactgctttatttgcatgaattccttctttact

aaattttttcaaatttttcctaaacccacagcaactgaacccacagcaaccggtgttccaacaaaaaatgagtcaacgtcactggtgcaca

tctgcattcataataatcttcttcttttacttctcatccaccccactcggaaacttcatctttctatctctctctttccctattccatcacctgcaaga

gagcacgagacgcagccgtatcgtcggcaatggctattttacactgtattccgatgaaagacaattacttttagcgaggtatcagataga

cagagacagaactcgaaccgcggctgttaagacgaagagctggcgggctcctgccaccgagaagtcgaggagagagaagatccgt

tggcaggcaggggcagctgtattcttctacttttcatcttcttgttctagttgacgttttcttaggtgtgtgtgacgtggcgtaaggtcacataa

ttgcctagttcttgcacaagacaaaactgaaacgtctacttgtgtgtcccataaaaattgttagaaaaaaaaagataatttccaactattattt

aaaactgcagtagtttcaaatcttacgtaaaaactacatacataacttacacgttgaaattaccgaacaatttttattttacagaagccacgttt

tgtctgaaacaattgaaaatacatagtaaaactgacattgagaactataatataatattgagaactatattatgagaactatgatgaaactttc

aaaaatgtttattttttggagttctcaatcaaagttggataaacacgacttaagtttttagatattttaggcgcaaatcgcagctatgatataagt

tttattatttttcatttacaaaatcgtttttctcactgcatcttccaaaatggctcaagaaaacaatagaaaccacaatctttttttcgcatatcatt

aatccgacgcagatttttacactctttcatctttgctgttttttttccatcgtctaagatcttgtcatcgtcaatgaatatcaaattcatttagtatgt

atatacatatttctatggtttactcatccttactttacaaataataatcaaatttgtattctcttttctcgtccttcatctctccgccgtcattcaccta

tttctctcttatcctgagattagacttgagcataacaccgcagcaataaaaccaccggagagtttaattagaaaccacaattcctcctcttttt

ctcggttttgtgcttcttcctccactcatgttttacgttttatttgttactttcgacatgacttttattctgaatttcgggaggaagtatttaagaaaa

attgatgctttacacggactatttgttaaaagcgctaacatgcaaatgttggatttaatgaagtaagaaagctatactataaatcccaaatctc

agctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaaatattaaacgcacgttaa

attttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatctcaaaaacctccttggca

ataaatctaaaatatccccataattttccgttcgttttttctgtcgtcttttgctcccgtttgttatttttttttttgcgttttcccaagtggtaccagca

cctctagtttttttgttttacagatgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaacgaaaccgaccgaacatt

atcagatcgacgatcgacaacgatggccgacaaggaggagcagggaggaggcgaacaggatgatgtctcttttctccgaacggttag

ttttattcaaaacagacaaagttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggctctcacttgaatgtagatcg

ataacatcgataacattttgaaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgt

gccacctcgcttaaacgagtgaaaagaagaggaccctccggggtgtaagtgcgcgattcgcaaatctcgtaaaaagagaaacgacaa

aagagaaaaagcactctccgcatatccctgtttgattgtaacataaagtcgttttgtttccgtatagtttaaaattttttgaatactctcctacctt

atgaaatgaattcaattctactacaattgagcatgtgtgaaagtttatagtaaccgaaaaacttaccattgtatttttgctcaagtcaaaatcta

gtaagatttctagtaaaagctcccatcttaatgataagctttcaaaaatctgctttcactcggtcggaggcgcctctcacccgcctcgcttcc
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cagtgagcaaactgtcgttacagtgtttgcgggataaaaatacatataaagaacccaagtatgaaacacgtaattcaatgttgtcattacgt

tgcagcgtgaaaagaaaatatggtacttatgtattacatgccctcattttattagtaattttttaagccatgaaaaataaaaacgtgaaccaca

atttgtatttttagacttagg 

 

Edited sequence (left and right of the deletion with a different color): 

ttgatagaaggatataccatataaaatttcatatgtttcagaaaacttcgagatttcaatcacaacgattttctatggggaatgagagcaaga

aaggaaatttatgacaaaataataaacaccatcaaattggatcaaagaagagtgaagttgcaaaatagtatggagagattctttgaaagt

gagtttcagatattttgatgtcgttttgaaaattgttaacagaatggaatcagaacatcttcgttttatattggaaatttttctgtaaactaaaacc

tcaaaaaaacaaattatgttaaaattttattctcaaaacactagtagttgctataaagttgaagtttgaaggaatttgacataaaatgctcaaa

acttccaataatttttttgataggttaaatttagattgaaaaattaaggtgttgcctatttccgaattaatgaatttcgatttgaagttttttactggc

ccaactttttccaaattccaaatattattttcagggcaatcacgaaattcaacttccggtcttgatgaagaaacgatgatgaggttacgaaat

gaaacgatgaatctagactaaaacgaatttgttgttttgatttcttttttttttaaagtagttttcagatctcttccagatactatttcgtaatagttgt

ttccagttttattcaaaacagacaaagttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggctctcacttgaatgta

gatcgataacatcgataacattttgaaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaa

aatgtgccacctcgcttaaacgagtgaaaagaagaggaccctccggggtgtaagtgcgcgattcgcaaatctcgtaaaaagagaaac

gacaaaagagaaaaagcactctccgcatatccctgtttgattgtaacataaagtcgttttgtttccgtatagtttaaaattttttgaatactctcc

taccttatgaaatgaattcaattctactacaattgagcatgtgtgaaagtttatagtaaccgaaaaacttaccattgtatttttgctcaagtcaa

aatctagtaagatttctagtaaaagctcccatcttaatgataagctttcaaaaatctgctttcactcggtcggaggcgcctctcacccgcctc

gcttcccagtgagcaaactgtcgttacagtgtttgcgggataaaaatacatataaagaacccaagtatgaaacacgtaattcaatgttgtc

attacgttgcagcgtgaaaagaaaatatggtacttatgtattacatgccctcattttattagtaattttttaagccatgaaaaataaaaacgtga

accacaatttgtatttttagacttagg 
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Strain: PHX215 

Allele: syb215 

Description: Deletion of unc-68 exon 1.1 

Wild type sequence (with deletion in double strikethrough): 

tttctcgtccttcatctctccgccgtcattcacctatttctctcttatcctgagattagacttgagcataacaccgcagcaataaaaccaccgg

agagtttaattagaaaccacaattcctcctctttttctcggttttgtgcttcttcctccactcatgttttacgttttatttgttactttcgacatgacttt

tattctgaatttcgggaggaagtatttaagaaaaattgatgctttacacggactatttgttaaaagcgctaacatgcaaatgttggatttaatg

aagtaagaaagctatactataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaatttt

ttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctactt

ttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatccccataattttccgttcgttttttctgtcgtcttttgctcccgtttg

ttatttttttttttgcgttttcccaagtggtaccagcacctctagtttttttgttttacagatgcaaaaccagtgaaaaacggaacgaactgagtg

agcagatataagaacgaaaccgaccgaacattatcagatcgacgatcgacaacgatggccgacaaggaggagcagggaggaggc

gaacaggatgatgtctcttttctccgaacggttagttttattcaaaacagacaaagttcaagttgacaattagttctccggttgacttttcgga

ggggaatatttcggctctcacttgaatgtagatcgataacatcgataacattttgaaatattaatttctgaatttttttttgcatttaattgtgtagt

acggaatgttgtacttttcaaattgtgcaaaaatgtgccacctcgcttaaacgagtgaaaagaagaggaccctccggggtgtaagtgcg

cgattcgcaaatctcgtaaaaagagaaacgacaaaagagaaaaagcactctccgcatatccctgtttgattgtaacataaagtcgttttgtt

tccgtatagtttaaaattttttgaatactctcctaccttatgaaatgaattcaattctactacaattgagcatgtgtgaaagtttatagtaaccga

aaaacttaccattgtatttttgctcaagtcaaaatctagtaagatttctagtaaaagctcccatcttaatgataagctttcaaaaatctgctttca

ctcggtcggaggcgcctctcacccgcctcgcttcccagtgagcaaactgtcgttacagtgtttgcgggataaaaatacatataaagaac

ccaagtatgaaacacgtaattcaatgttgtc 

Edited sequence (left and right of the deletion with a different color): 

tttctcgtccttcatctctccgccgtcattcacctatttctctcttatcctgagattagacttgagcataacaccgcagcaataaaaccaccgg

agagtttaattagaaaccacaattcctcctctttttctcggttttgtgcttcttcctccactcatgttttacgttttatttgttactttcgacatgacttt

tattctgaatttcgggaggaagtatttaagaaaaattgatgctttacacggactatttgttaaaagcgctaacatgcaaatgttggatttaatg

aagtaagaaagctatactataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaatttt

ttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctactt

ttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatccccataattttccgttcgttttttctgtcgtcttttgctcccgtttg

ttatttttttttttgcgttttcccaagtggtaccagcacctctagtttttttgttttacagagttttattcaaaacagacaaagttcaagttgacaatt

agttctccggttgacttttcggaggggaatatttcggctctcacttgaatgtagatcgataacatcgataacattttgaaatattaatttctgaa

tttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgtgccacctcgcttaaacgagtgaaaagaagagga

ccctccggggtgtaagtgcgcgattcgcaaatctcgtaaaaagagaaacgacaaaagagaaaaagcactctccgcatatccctgtttg

attgtaacataaagtcgttttgtttccgtatagtttaaaattttttgaatactctcctaccttatgaaatgaattcaattctactacaattgagcatg

tgtgaaagtttatagtaaccgaaaaacttaccattgtatttttgctcaagtcaaaatctagtaagatttctagtaaaagctcccatcttaatgat

aagctttcaaaaatctgctttcactcggtcggaggcgcctctcacccgcctcgcttcccagtgagcaaactgtcgttacagtgtttgcggg

ataaaaatacatataaagaacccaagtatgaaacacgtaattcaatgttgtc 
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Strain: PHX216 

Allele: syb216 

Description: deletion of unc-68 promoter2 and exon 1.2 

Wild type sequence (with deletion in double strikethrough): 

actataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaa

atattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatc

tcaaaaacctccttggcaataaatctaaaatatccccataattttccgttcgttttttctgtcgtcttttgctcccgtttgttatttttttttttgcgtttt

cccaagtggtaccagcacctctagtttttttgttttacagatgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaac

gaaaccgaccgaacattatcagatcgacgatcgacaacgatggccgacaaggaggagcagggaggaggcgaacaggatgatgtct

cttttctccgaacggttagttttattcaaaacagacaaagttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggct

ctcacttgaatgtagatcgataacatcgataacattttgaaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtactttt

caaattgtgcaaaaatgtgccacctcgcttaaacgagtgaaaagaagaggaccctccggggtgtaagtgcgcgattcgcaaatctcgt

aaaaagagaaacgacaaaagagaaaaagcactctccgcatatccctgtttgattgtaacataaagtcgttttgtttccgtatagtttaaaatt

ttttgaatactctcctaccttatgaaatgaattcaattctactacaattgagcatgtgtgaaagtttatagtaaccgaaaaacttaccattgtattt

ttgctcaagtcaaaatctagtaagatttctagtaaaagctcccatcttaatgataagctttcaaaaatctgctttcactcggtcggaggcgcc

tctcacccgcctcgcttcccagtgagcaaactgtcgttacagtgtttgcgggataaaaatacatataaagaacccaagtatgaaacacgt

aattcaatgttgtcattacgttgcagcgtgaaaagaaaatatggtacttatgtattacatgccctcattttattagtaattttttaagccatgaaa

aataaaaacgtgaaccacaatttgtatttttagacttaggaaataacattttctaagcctaaagaggaaaaatgtatatcacgtttattttaact

agagaaattaatgacaatttaatttaatttgtaaatgagggcatgtaatacacaagtaccgaaaatattggaagtgggttcaattcacgtgtt

ctatattttcattttctcgttaaaaacaacgtttatttttcggaggtttttgtatggcgtagaagatggtcaggctgtttttcaaacattggttagtt

gtggtcaagtatatttgttacaatgtttgatttatatttattaaatttccagaggtatagttagatatctcaaaattcttatcgttggattttacaatta

agatattaatttattccgcgacttcttctctgtttattcatttactcgtatgcaaaaaaactgaactttaaccttttttgaatacgcgtgcgaattga

gatgctaagaaaggaagtatgagagtgagagagaaggattgaatccaaaaattccgaaatgttttgggtgggagccggaccccaatg

aatgtaatccggtgacgagaacgctgccgatttggcacatttaatcaacaatttatagccggatggcgttgagtgtgaaatagagggtga

gagaaaaagagtgagatgaagtgacgaagaaaacgagatttttggcagagtcagaggctcttctgacaaactacctaccctctcttggc

aaccactactttttgcccatgtttgcttgaactcgaaacaaaaaatttagggggatatttgcgtgttttatgtgcttccgcatacattcggatca

tctcgaatttctttcctgccaacacttgttttgaatttttggggttttagtaaaagtttttttccgcaattcttagtcagagtagatagttcttgcatt

aatgttttggtaacatctgccagctaaaaatcatccaaaatttgtaaagttgatacttgtcgaagattacacgacgactctctgttagtcaaac

ttctataattttcaaaagcataagaattttgattgcaattttctagtttctcaaaatttgagacatttctacatagcatgcacacttcaactctaaat

taagaacaatatgatgtctgactgaaaatttgtgtcttcaccctactagatacaattttgcaacaaaatatgctgcacgcatgttgaaattga

gagaaacacttcttgtcattcgctttttttttggttttatgacaacgcagatgaaatagtaaaatgacgaagaaaaaaaggaagaaaataatt

gaaatttgtgcatatatgagtggtgcccagggtggcgctagtctcactctcaccctcccgtccttcccctacacacatcttttcttaaatgtat

gaaaagagagaacttgatggggcaaaagcatgcgattctgagagacttagagagctgacacttttgctcgtagacgtcgtgtttcacttc

gtttcgctcccaccctgcctcctacttcttgatttgtttcggcttttttctagtcaaattagtattaggtgacattgaccttgtagctagccgcctc

tctgagcttagaaaccccagagattagtttttaactattgctctgcttgttatttaccaatcaaaaaatgtttttgaaacaaaaaagctctgtcg

aagcatcaaaaaagcaaaaaaatacgcggttaacttaaaaaaaggcgagcacccggcgtcggatcctattcagttcctttccgtctcttc

tcttcttcccctttggcctcgttttgtgcattcatctcccgtccgccttccaactttttgtcctctcctacgcacatacaacccataaacgtatttc

tgggacacagctatttttgaatagaccctttccggattagcctttttgaagcctgtgattattgttttcattaaatgcttaacttatcaagtgcaa

cacttctttttgatttttttaaacataaacctgcagaacacaaactttgaaaatttcgaaaaactcattttgttgctttaaattttgtgtgggccgta

catatttaataggagtcacactaattcatttttaataggacacaatgcaattgtttcgaatttttgacaaattaccctctcatattgtcacgcaac

atgtgaatatgccagcgttttctttttttttcgaaacagacccagcaagggatcaattacctagaattatcaaaagttgaagggaggcgggt

gactcttttgatggatttacgaaattttgattcggacaggtatatgcgacaggaatctgagcaaatcgaatctgcaagagagtgcagtgta

ctatgagagcgcagcttgatagtgatctcacttagaaaacaaacaagctgctcctggcttttgccgatttgatctcgcccaccaaggcttc

atcttcccatttccatcgttttccattattttgcacaacaaaacttgaaatttttcaaaaaggggctctgtttgcaaaaagcgagaaaactgaa

ctcaaaaattcaaactcctagagcaagtggtgaattttcagataactttttattttcccatattaattcagtttccacgtgttgaaaaaatttcga

atttcgtgcagaaaattgcaaaaaaagttgtttgtttttcaaaatttaaataaaagttgcatgttttcttagaaatccttgatccaaatttaagtct

aacgtctttcttcaatcaataaaaaaatatctagatatagattttctcgatttttctctgagatcccttcaaaactacaactccagtctactccttc
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cgtgctattactacgataatcctaaaatattacaaatcatcccatataagtataagtcctctagtttcctccttctcccgatctctcttcgttttcc

ctcgagagacttatgtcgcccatatggcattcagccgtcccccggtcccgcctattgttttttcgtcgctcttttttttggctcacaatttttggt

gactcttcagttttcagacaaagagactccacattagaagtctgctctaggcagcaaactcatagtattttgccaaacaagcatccgcaga

caaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatgattagttagttccaagaaatggattttgatttcacgg

atatctcagatgaggatcataactatgttacaaaggtttgtttaaaagaactattctatattaaacggaaagtctggaaatcacagaggaca

gaggaaatgaatttctttatttttgataaaatttttatttccagggagacatcgtctgcctctcctgcgttgcctcacacaatagagatggagtt

ctcgggtcagaaaggttggtgacatttttgggaaactttttcttgagaagttgggcctaatataattattttttaaaaagttttttgagccgaaa

atgttttcagaagacgatctattgagaaattaaagttgtggatatacggtatccaaaaacatcagaatcagcgcagttcttgatactggagc

tcaagaacaacaatttaaaaaattataagtttttccacaataatttcagagtttgtttgtgcaccgaaggctttggaaaccggatgtgcacac

tggaaaacgtgtcggacaaggacatcccgccagatattgcaatgtgcatgctttacatcgataacgcactgtcgatgagagcattacag

gaaatgatgtcagcggatagtgatcatgtgagtttttttttaattaaaaaataatttttcgcatataatggaaagatacagtt 

Edited sequence (left and right of the deletion with a different color and synonymous 

mutations are labelled in purple): 

actataaatcccaaatctcagctcagtgaatatgctttaaaataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaa

atattaaacgcacgttaaattttgtattgaaggaaatattattcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatc

tcaaaaacctccttggcaataaatctaaaatatccccataattttccgttcgttttttctgtcgtcttttgctcccgtttgttatttttttttttgcgtttt

cccaagtggtaccagcacctctagtttttttgttttacagatgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaac

gaaaccgaccgaacattatcagatcgacgatcgacaacgatggccgacaaggaggagcagggaggaggcgaacaggatgatgtct

cttttctacgaaccggagacatcgtctgcctctcgtgcgttgcctcacacaatagagatggagttctcgggtcagaaaggttggtgacat

ttttgggaaactttttcttgagaagttgggcctaatataattattttttaaaaagttttttgagccgaaaatgttttcagaagacgatctattgaga

aattaaagttgtggatatacggtatccaaaaacatcagaatcagcgcagttcttgatactggagctcaagaacaacaatttaaaaaattata

agtttttccacaataatttcagagtttgtttgtgcaccgaaggctttggaaaccggatgtgcacactggaaaacgtgtcggacaaggacat

cccgccagatattgcaatgtgcatgctttacatcgataacgcactgtcgatgagagcattacaggaaatgatgtcagcggatagtgatca

tgtgagtttttttttaattaaaaaataatttttcgcatataatggaaagatacagtt 
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Strain: PHX217 

Allele: syb217 

Description: Deletion of unc-68 exon 1.2 

Wild type sequence (with deletion in double strikethrough): 

aaactcatagtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatg

attagttagttccaagaaatggattttgatttcacggatatctcagatgaggatcataactatgttacaaaggtttgtttaaaagaactattctat

attaaacggaaagtctggaaatcacagaggacagaggaaatgaatttctttatttttgataaaatttttatttccag 

Edited sequence (left and right of the deletion with a different color): 

aaactcatagtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatg

attagttagttccaagaatttaaaagaactattctatattaaacggaaagtctggaaatcacagaggacagaggaaatgaatttctttattttt

gataaaatttttatttccag 
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Strain: PHX218 

Allele: syb218 

Description: Deletion of alternative unc-68 exon 10 

Wild type sequence (with deletion in double strikethrough): 

actccaaacaaccaagtgttgatggggatgagccaccagcagttaggtttgtagttttccccattctgtttgttgtgttattttttccaactaga

agtgagtttcgagtggtttttttatccaattttccataacttaactaatccacaattcaaacttctaatgtgatttacaaatggcttcctctgagag

gctcctacgctgaaatgatagagtattcctgcgttcttctttttccttgtattgtttttagttttgaacctccctcatcgatcccctcaataattattt

catcaactctcgttctatcgcttaattttcccaaataagataggtgttgcagtcaacgtcggcgtgttctaaccctaatgaactttggtatgtat

tctttcgacgaatcaattctgacgtggttgcacgtcaacgaagaggataatcacaagtggcaggatgtgttgaggtgtttgaattgttttag

aatgtttaatagagtttatcttttttgttttgatttgtttatttggtactaccactcagcatgtatttcaagcacgcacttactcattgcaactatttttt

ttacaaaactgctaaactttttcagatgttcaaaatttcaaaaaaactaaaattttaaacgaaactttatattgcaactttcaacttccaacttcc

aatagagcttctccgctttctgtactttaagcacatccgattttcaatcaataatttttcaatttcaactaacttcaatttcagaagaagtctactg

gaactgccacatgatgagcgacaaattgctgaagacagtatgagagacttaa 

Edited sequence (left and right of the deletion with a different color and synonymous 

mutations are labelled in purple): 

actccaaacaaccaagtgttgatggggatgagccaccagcggttagaagaagtctactcgaactgccacacgatgagcgacaaattg

ctgaagacagtatgagagacttaa 
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Strain: PHX219 

Allele: syb219 

Description: Deletion of alternative unc-68 exon 12.2 

Wild type sequence (with deletion in double strikethrough): 

tagatagattttaactgaaattatttatagcttcagggatagtgatagaaggaaagaagaaaaagctgcacaa 

 

Edited sequence (left and right of the deletion with a different color and synonymous 

mutations are labelled in purple): 

tagatagattttaactgaaattatttatagggattcggatagaaggaaagaagaaaaagctgcacaa 
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Strain: PHX220 

Allele: syb220 

Description: Deletion of alternative unc-68 exon 13 

Wild type sequence (with deletion in double strikethrough): 

agcttctccgctttctgtactttaagcacatccgattttcaatcaataatttttcaatttcaactaacttcaatttcagaagaagtctactggaact

gccacatgatgagcgacaaattgctgaagacagtatgagagacttaaacgatcgtcattctgagaaaccaaagaagggaggtcttctaa

gcaggctcagagattcaagtaatactcgcaaaaagtaagagtcattagaaaaatgtagatagattttaactgaaattatttatagcttcagg

gatagtgatagaaggaaagaagaaaaagctgcacaattgcgacaaatgaaggcaaattcaagaagttttgatgcaggaagtcttgata

cgtcaacccttccaactggtcagaaggatgtattgggttagtgtttgaaagtaaaaaataaaagatgaagaatggtaaacacaatgataa

gttgattcgactcaacagcagcgcttgcaaattttaaataaaaagtctcatctacaaaactttagaacattatcacgctctccaatagtcact

agaacctttagtagtagaattattcagaagaagaaacagaagagcaggagcctatttgggtcatgcaagaccaatttcacgacgaagat

acagtgtccggtgagcagtacgccgcatcagcctctctttcagatctttcatcaacattcttaccttttccataccttttcctctgcagcatgat

actcgcatatcatactccctttctctcatacccccattacaaatctaatttctaatagaaaaacgagtctaaaattgtagcttacttcaaatttttc

agcctctagcgagatgccactatccggaccaggtcgacaattgacgatcaagagaagttctattaagaaaaacaaaaaaggaaagaa

ggtatattagaaagtagagatttttcaaagtttactttttttccaggccgaaatcgctcttgagaagatggaacgagagaagaaaggctcaa

ttataccaatggatgctcagctagatgtgctccaagaaggagacgcccatgcacttgttcaccacaaggataaggttgatgaatactact

acggtatcagaatcttcccagggcaagatccatctcaagtatgggttggatgggtcaccacacaataccactattataatgtcaactttgat

ggaagtcaaggagtcagaaaatgtagattctcagaagccgatcatcacggaact 

 

Edited sequence (left and right of the deletion with a different color and synonymous 

mutations are labelled in purple): 

agcttctccgctttctgtactttaagcacatccgattttcaatcaataatttttcaatttcaactaacttcaatttcagaagaagtctactggaact

gccacatgatgagcgacaaattgctgaagacagtatgagagacttaaacgatcgtcattctgagaaaccaaagaagggaggtcttctaa

gcaggctcagagattcaagtaatactcgcaaaaagtaagagtcattagaaaaatgtagatagattttaactgaaattatttatagcttcagg

gatagtgatagaaggaaagaagaaaaagctgcacaattgcgacaaatgaaggcaaattcaagaagttttgatgcaggaagtcttgata

cgtcaacccttccaactggtcagaaggatgtactggcctttggcgagatgccactatccggaccaggtcgacaattgacgatcaagag

aagttctattaagaaaaacaaaaaaggaaagaaggtatattagaaagtagagatttttcaaagtttactttttttccaggccgaaatcgctct

tgagaagatggaacgagagaagaaaggctcaattataccaatggatgctcagctagatgtgctccaagaaggagacgcccatgcactt

gttcaccacaaggataaggttgatgaatactactacggtatcagaatcttcccagggcaagatccatctcaagtatgggttggatgggtc

accacacaataccactattataatgtcaactttgatggaagtcaaggagtcagaaaatgtagattctcagaagccgatcatcacggaact 
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Strain: PHX471 

Allele: syb471 

Description: wrmScarlet (intron free) in frame upstream of unc-68 exon 1.1 

Wild type sequence: 

tttgttaaaagcgctaacatgcaaatgttggatttaatgaagtaagaaagctatactataaatcccaaatctcagctcagtgaatatgctttaa

aataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatatt

attcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatccccat

aattttccgttcgttttttctgtcgtcttttgctcccgtttgttatttttttttttgcgttttcccaagtggtaccagcacctctagtttttttgttttacag

atgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaacgaaaccgaccgaacattatcagatcgacgatcgaca

acgatggccgacaaggaggagcagggaggaggcgaacaggatgatgtctcttttctccgaacggttagttttattcaaaacagacaaa

gttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggctctcacttgaatgtagatcgataacatcgataacattttg

aaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgtgccacctcgcttaaacgag

tgaaaagaagaggaccctccggggtgtaagtgcgcgattcgcaaat 

Edited sequence (left and right of the insertion with a different color, WormScarlet sequence 

is in orange and synonymous mutations are labelled in purple): 

tttgttaaaagcgctaacatgcaaatgttggatttaatgaagtaagaaagctatactataaatcccaaatctcagctcagtgaatatgctttaa

aataaaaattaactcaaatcagagcagtttttgaattttttcaactctcttcaaaaatattaaacgcacgttaaattttgtattgaaggaaatatt

attcactttactgcttgcacttgaaaatagtatttctacttttccactttaaaaaatctcaaaaacctccttggcaataaatctaaaatatccccat

aattttccgttcgttttttctgtcgtcttttgctcccgtttgttatttttttttttgcgttttcccaagtggtaccagcacctctagtttttttgttttacag

atgcaaaaccagtgaaaaacggaacgaactgagtgagcagatataagaacgaaaccgaccgaacattatcagatcgacgatcgaca

acgatggtcagcaagggagaggcagttatcaaggagttcatgcgtttcaaggtccacatggagggatccatgaacggacacgagttc

gagatcgagggagagggagagggacgtccatacgagggaacccaaaccgccaagctcaaggtcaccaagggaggaccactccc

attctcctgggacatcctctccccacaattcatgtacggatcccgtgccttcaccaagcacccagccgacatcccagactactacaagca

atccttcccagagggattcaagtgggagcgtgtcatgaacttcgaggacggaggagccgtcaccgtcacccaagacacctccctcga

ggacggaaccctcatctacaaggtcaagctccgtggaaccaacttcccaccagacggaccagtcatgcaaaagaagaccatgggat

gggaggcctccaccgagcgtctctacccagaggacggagtcctcaagggagacatcaagatggccctccgtctcaaggacggagg

acgttacctcgccgacttcaagaccacctacaaggccaagaagccagtccaaatgccaggagcctacaacgtcgaccgtaagctcga

catcacctcccacaacgaggactacaccgtcgtcgagcaatacgagcgttccgagggacgtcactccaccggaggaatggacgagc

tctacaagatggccgacaaggaagagcagggaggaggcgaacaggatgatgtctcttttctccgaacggttagttttattcaaaacaga

caaagttcaagttgacaattagttctccggttgacttttcggaggggaatatttcggctctcacttgaatgtagatcgataacatcgataaca

ttttgaaatattaatttctgaatttttttttgcatttaattgtgtagtacggaatgttgtacttttcaaattgtgcaaaaatgtgccacctcgcttaaa

cgagtgaaaagaagaggaccctccggggtgtaagtgcgcgattcgcaaat  
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Strain: PHX729 

Allele: syb729 

Description: mNeonGreen in frame upstream of unc-68 exon 1.2 

Wild type sequence: 

ctccttctcccgatctctcttcgttttccctcgagagacttatgtcgcccatatggcattcagccgtcccccggtcccgcctattgttttttcgt

cgctcttttttttggctcacaatttttggtgactcttcagttttcagacaaagagactccacattagaagtctgctctaggcagcaaactcata

gtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatgattagttag

ttccaagaaatggattttgatttcacggatatctcagatgaggatcataactatgttacaaaggtttgtttaaaagaactattctatattaaacg

gaaagtctggaaatcacagaggacagaggaaatgaatttctttatttttgataaaatttttatttccagggagacatcgtctgcctctcctgc

gttgcctcacacaatagagatggagttctcgggtcagaaaggttggtg 

Edited sequence (left and right of the insertion with a different color, mNeonGreen sequence 

is in blue and synonymous mutations are labelled in purple): 

ctccttctcccgatctctcttcgttttccctcgagagacttatgtcgcccatatggcattcagccgtcccccggtcccgcctattgttttttcgt

cgctcttttttttggctcacaatttttggtgactcttcagttttcagacaaagagactccacattagaagtctgctctaggcagcaaactcata

gtattttgccaaacaagcatccgcagacaaatacacgcaaacacaattacaacgcagatataaatatattattcagtgatatgattagttag

ttccaagaaatggtctccaagggagaggaggacaacatggcctccctcccagccacccacgagctccacatcttcggatccatcaac

ggagtcgacttcgacatggtcggacaaggaaccggaaacccaaacgacggatacgaggagctcaacctcaagtccaccaaggtaa

gtttaaacatatatatactaactaaccctgattatttaaattttcagggagacctccaattctccccatggatcctcgtcccacacatcggata

cggattccaccaatacctcccatacccagacggaatgtccccattccaagccgccatggtcgacggatccggataccaagtccaccgt

accatgcaattcgaggacggagcctccctcaccgtcaactaccgttacacctacgagggatcccacatcaaggtaagtttaaacagttc

ggtactaactaaccatacatatttaaattttcagggagaggcccaagtcaagggaaccggattcccagccgacggaccagtcatgacc

aactccctcaccgccgccgactggtgccgttccaagaagacctacccaaacgacaaggtaagtttaaacatgattttactaactaactaa

tctgatttaaattttcagaccatcatctccaccttcaagtggtcctacaccaccggaaacggaaagcgttaccgttccaccgcccgtacca

cctacaccttcgccaagccaatggccgccaactacctcaagaaccaaccaatgtacgtcttccgtaagaccgagctcaagcactccaa

gaccgagctcaacttcaaggagtggcaaaaggccttcaccgacgtcatgggaatggacgagctctacaagatggattttgatttcacgg

atatctcagatgaagatcataactacgttacaaaggtttgtttaaaagaactattctatattaaacggaaagtctggaaatcacagaggac

agaggaaatgaatttctttatttttgataaaatttttatttccagggagacatcgtctgcctctcctgcgttgcctcacacaatagagatggagt

tctcgggtcagaaaggttggtg 

 

 

 


