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Supplementary Material 2: Neighbor-joining tree for Genetic relatedness of
pathogenic E. coli strains identified in this study;The scale indicates the
number of nucleotide substitutions per position. Numbers above the branches
indicate bootstrap percentages (those above 50%) based on 1,000 replicates.
Reference strains of pathogenic E. coli were selected from GenBank, using the
accession numbers indicated in the text
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KR822808 Shigella dysenteriae strain S188/14 toxin subunit Shet1A (shetlA) gene partial cds
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