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Supplementary Table 1. Changes in gene expression of TW295CND with respect to TW295. 
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Supplementary Table 2. Changes in gene expression of no infection with respect to TW295. 
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Supplementary Table 3. Changes in gene expression of no infection with respect to TW295CND. 
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Supplementary Table 4. List of genes expressed greater than 2.0 folds in S. mutans TW295 

infection. 

 

 

Gene 

 

 

Accession number 

Fold increase 

TW295 vs 

TW295CND 

TW295 vs 

no infection 

TW295CND vs 

no infection 

ADHFE1 NM_144650 19.07 10.99 - 

ANKMY1  NM_017844 2.78 2.30 - 

ARHGAP9 NM_032496 8.51 3.35 - 

ARHGEF38 NM_017700 2.90 3.47 - 

ARNT2 NM_14862 3.04 2.96 - 

ATP8B3 NM_138813 3.95 3.67 - 

AURKC NM_001015878 3.07 2.63 - 

AWAT2 NM_001002254 2.44 3.96 - 

BMP10 NM_014482 6.14 12.67 - 

C1orf14 NM_0.0933 7.34 3.56 - 

C21orf54 NR_024102 100.00 100.00 - 

C22orf43 NM_016449 3.06 2.56 - 

C4orf40 NM_214711 15.18 15.25 - 

C8orf41  NM_025115 2.04 2.15 - 

CAND1 NM_018448 3.02 3.09 - 

CBLN4 NM_080617 3.16 3.55 - 

CRMP1 NM_001014809 2.16 2.59 - 

DEFB103A NM_001081551 5.46 5.60 - 

DOC2A NM_003586 7.32 6.40 - 

EML5 NM_183387 3.88 3.22 - 

ESX1 NM_153448 6.63 7.36 - 

FAM178B NM_001122646 4.29 6.46 - 

FBXW12 NM_207102 3.23 2.07 -2.33 

FLJ21408 AK025061 4.29 11.44 - 

FLJ25363 NM_001145553 2.01 2.36 - 

FLJ37505 NR_033987 15.09 10.78 - 

FOS NM_005252 6.96 5.62 - 
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Gene 

 

 

Accession number 

Fold increase 

TW295 vs 

TW295CND 

TW295 vs 

no infection 

TW295CND vs 

no infection 

GPR179 

HAMP 

IL18RAP 

NM_01004334 

NM_021175 

NM_003853 

2.01 

3.03 

2.61 

3.44 

2.77 

2.36 

- 

- 

- 

KCNAB2 NM_003636 4.71 2.33 - 

KIAA1239 NM_001144990 8.83 2.66 - 

KIAA1804 NM_032435 2.46 2.30 - 

LCE1E NM_178353 2.13 2.15 - 

LLGL1 NM_004140 3.94 3.85 - 

LOC100128496 CR738909 4.72 5.00 - 

LOC100128942 CD049182 39.65 39.40 - 

LOC100129931 NR_033828 2.65 2.24 - 

LOC100130148 NR_024560 9.19 9.08 - 

LOC100130857 AK097050 11.36 2.33 -5.09 

LOC100131355  AK124217 2.08 2.09 - 

LOC100131479  XM_001715121 2.83 2.26 - 

LOC100132815 AK056856 2.50 2.14 - 

LOC284276 NR_015417 5.41 4.32 - 

LOC284440  NR_026956 2.07 2.10 - 

LOC729770 XR_112442 3.17 3.38 - 

LRRC2 NM_024512 3.07 2.44 - 

LY6G6E NR_024541 3.07 6.04 - 

MFAP3L NM_021647 6.37 6.17 - 

MPL NM_005373 4.73 4.66 - 

NDOR1 NM_001144026 3.62 3.59 - 

NMUR1 NM_006056 3.54 4.72 - 

PCMTD1  NM_052937 2.75 2.28 - 

PCNX NM_014982 2.90 2.88 - 

PEX5L NM_016559 100.00 100.00 - 
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Gene 

 

 

Accession number 

Fold increase 

TW295 vs 

TW295CND 

TW295 vs 

no infection 

TW295CND vs 

no infection 

PFKFB2 

POFUT1 

POU1F1 

NM_006212 

NM_015352 

NM_000306 

2.59 

2.26 

71.73 

2.74 

2.12 

2.36 

- 

- 

- 

PTK2B NM_173174 2.14 2.33 - 

QPRT  NM_014298 2.25 2.66 - 

RESP18 NM_001007089 8.68 2.30 - 

RREB1 NM_001003700 2.09 2.15 - 

SCARNA9L NR_023358 2.33 3.85 - 

SCNN1D NM_001130413 5.21 5.00 - 

SHOX NM_006883 3.53 39.40 - 

SLC10A7 NM_032128 3.13 2.24 - 

SLC16A7 NM_004731 3.00 9.08 - 

SOX 18 NM_018419 4.06 2.33 - 

SOX30 NM_178424 2.70 2.09 - 

SPDYE3 NM_001004351 3.05 2.26 - 

TDGF1 NM_003212 2.59 2.14 - 

TMED7-T1CAM2  NM_001164469 2.22 4.32 - 

TMEM201 NM_001130924 2.49 2.10 - 

TRH NM_007117 3.09 3.38 - 

TTTY18 NR_001550 8.75 2.44 - 

VAX2  NM_012476 2.76 6.04 - 

VGLL3 NM_016206 2.58 6.17 - 

WFDC5 NM_145652 4.23 4.66 - 

ZNF208 NM_007153 3.74 3.59 - 

ZNF676 NM_001001411 2.20 4.72 - 

ZNF737  NM_001159293 2.07 2.28 - 

ZNF880 NM_001145434 2.22 2.88 - 

�



Supplementary Table 5. Primers used in the RT-PCR assays.  

Gene Primer Sequence Size (bp) 

ARHGEF38 ARHGEF38-F TGT CAT TGT TGG AAG AGG CC 240 
 ARHGEF38-R TGA GAG GAG ATG GGA ATC AT  
ARHGAP9 ARHGAP9-F TGG ACC AAC CCT GTT TCG GC 240 
 ARHGAP9-F AAG TCA CAC TCA TGA AGA TA  
GPR179 GPR179-F CTG ACC CGT TCT CGG AGC ACC TAC AGA GAG 300 
 GPR179-R CTC AGC TTT CCG TTC CCC TAG ACC CTG GGT  
GAPDH GAPDH-F GGA GTC AAC GGA TTT GGT CGT ATT G 180 
 GAPDH-R CTT CCC GTT CTC AGC CTT GAC GGT G  
 
 



Supplementary Figure 1 Representative confocal laser scanning microscopic images of S. mutans MT8148 (CBP-
negative) and MT8148 infecting HUVECs. (A) Representative confocal laser scanning microscopic images of 
MT8148. Bacteria cells are stained red (anti-S. mutans-Alexa Fluor 555). Scale bar, 10 μm. (B) Representative 
confocal laser scanning microscopic images of MT8148 infecting HUVECs. Nuclei are stained blue (DAPI), bacteria 
cells are stained red (anti-S. mutans-Alexa Fluor 555), and actin filaments are stained green (phalloidin-Alexa Fluor 
448). Scale bar, 10 μm. All confocal laser scanning microscope images were taken using LSM510.
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Supplementary Figure 2 RT-PCR analysis of HUVECs transfected with siRNAs targeting ARHGAP9, ARHGEF38, 
and GPR179. GAPDH mRNA expression was analyzed as an internal control.
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Supplementary Figure 3 Representative confocal laser scanning microscopic images of S. mutans invading 
HUVECs. Nuclei are stained blue; ARHGAP9 (A) and GFP179 (B) are stained red. Bar; 10 μm. All confocal laser 
scanning microscope images were taken using LSM510.



Supplementary Figure 4 Representative histopathological images following hematoxylin-eosin staining of tissue 
sections of extirpated hearts from rats infected with S. mutans. White arrowheads indicate infiltration of inflammatory 
cells and black arrowheads indicate fibrin-like deposition. Black arrows indicate hypertrophy of the endocardium.
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