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Supplementary Fig 1 : CRISPR screen cells survival, sgRNA read and gene ontology of enriched themes 
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Supplementary Fig2 :Loss of FANCB confers glioblastoma resistance to etoposide, doxorubicin & DNA damage lesion, repair process in glioma. 
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Supplementary Fig 4: Nascent protein synthesis and apoptotic machinery expression in glioma under TOP2 poison treatment 
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Supplementary Fig 5: BCL2 shows differential expression in GBM susceptibility to TOP2 poisons committed to apoptosis 

A 

MES83 SNB19 U251 GBM43 GBM6 GBM12 
0 

50000 

100000 

200000 

 
150000 

M
F

I 
(a

.u
).

 

250000 

BCL2 

DMSO 

Etoposide 

DMSO 

Etoposide 
DMSO 

Etoposide 
DMSO 

Etoposide 

DMSO 

Etoposide 

MES83 SNB19 U251 GBM43 GBM6 

BCL2 (Alexa 488) 

C
o

u
n

t 

GBM12 DMSO 

Etoposide 

* 

**** 

** 
* 

**** 

 
 

WT SgNT Ctrl SgRPS11 1 5 2 6 3 7
0

2

4

6

8

10

5
3

B
P

1
+

 f
o

c
i/

n
e

c
le

i

Etopside

DMSO
*** *** 

*** 

DMSO  Etoposide 

MES83 wt 

SgRPS11 

SgNT Ctrl 

53BP1 DAPI 53BP1 DAPI 

C 
DMSO 

Etoposide 

5
3
B

P
1
 +

 f
o

c
i/

n
u

c
le

i 


