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Supplementary Figure 1. Methodology and case selection

Methodology Case selection

Cases with a 92-gene assay result,
N=24,486

Sort physician-reported biopsy sites

into 9 anatomic biopsy site categories 92-gene assay result of
Lymphoma (N=60)

Cross-walk 92-gene assay tumor types
to specific tumor types designated in
the FDA-approved ICI indication as of Cases sorted by FDA-approved ICI

February 2020 indication, N=24,426

Identify tumor types based on an FDA-
approved ICl and analyze anatomic
biopsy site distribution, age, and gender

1 1

Cases with a 92-gene assay Cases with a 92-gene assay
result that are associated result that are not associated
with an FDA-approved ICI with an FDA-approved ICI

(N=9,350) (N=15,076)




