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CCDC32-CBX3 CTCAGATTCCAAATGAAAATGTTTGAGAGCGCTGACTCTACAGCCACAAGATCTGGCCAGGATCTCTGGG
CTGAAATTTGTTCCTGTCTGCCAAATCCTGAACAAGAAGATGGTGCCAACAATGCATTCTCAGACTCCTTT
GTGGATTCTTGCCCTGAAGGTGAAGGCCAGAGGGAGGTGGCTGACTTTGCTGTCCAGCCAGCTGTAAAG
CCTTGGGCTCCCTTGCAGGATTCAGAAGTGTATTTAGCATCTCTAGCCATTTTATTTTAAAAATATTTCCTG
ACTTCGGATGTGGCTTGAGCTGTAG GCGCGGAGGGCCGGAGACGCTGCAGACCCGCGACCCGGAGCA
GCTCGGAGGCGGTGAATAATAGCTCTTCAAGTCTGCAATAAAAAATGGCCTCCAACAAAACTACATTGCAA
AAAATGGGAAAAAAACAGAATGGAAAGAGTAAAAAAGTTGAAGAGGCAGAGCCTGAAGAATTTGTCGTGG
AAAAAGTACTAGATCGACGTGTAGTGAATGGGAAAGTGGAATATTTCCTGAAGTGGAAGGGATTTACAGAT
GCTGACAATACTTGGGAACCTGAAGAAAATTTAGATTGTCCAGAATTGATTGAAGCGTTTCTTAACTCTCAG
AAAGCTGGCAAAGAAAAAGATGGTACAAAAAGAAAATC

SAMD5-SASH1 CGGGAGCAGGACGCCAACGCCGCCGGCCTCTACTTCACGCTTGAGCCGCAGCCGGCGLCCLCLCCCGGGL
CGCCCGCCGACGCCGTCCCCACCGGCCGCCGGGGGGAGCCGTGCGGLGGLCLCCGGCCCAGGGLACCC
GCGGGGACTCTCGCGGCCACACGACCGCCCCCCGCAGCAGGGAGCTGGTGAGCTACCCCAAACTGAA
GCTGAAGATCATGATCAGGGATAAGCTCGTCCGTGACGGCATCCACCTGAGCAAGCCCCCGTACTCCCG
CAAGGACGGTTCACTGGGAAACATCGATGACCTGGCGCAGCAGTATGCAGATTATTACAACACCTGTTTC
TCCGACGTGTGCGAGAGGATGGAGGAGCTGCGGAAACGGCGGGTTTCCCAGGACCTGGAAGTGGAGAA
ACCCGATGCTAGCCCCACGTCACTTCAGCTGCGGTCCCAGATCGAAGAGTCGCTTGGCTTCTGTAGCGC
CGTGTCAACCCCAGAAGTGGAAAGAAAGAACCCTCTTCATAAATCAAACTCAGAAGACAGCTCTGTAGGA
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Figure S3. (A) The junction sequence of two recurrent fusions. (B) Expression profiles of genes having
SMAD5-SASH1 or CCDC32-CBXa3 fusion. Expression level of SASH1 and SAMD5 genes is higher in
patients with SAMD5-SASH1 fusion.



