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Supplementary Figure 11: MRD testing in newly diagnosed, metastatic BC patients. (A) Number of mutations
detected for each patient’s sample. Each patient’s panel was additionally applied to healthy donors as a specificity
check. (B) Tumor fraction estimates for each patient’s sample over course of treatment, stratified by clinical benefit.
(C) Tumor fraction fold change between first two timepoints, stratified by clinical benefit. Confidence intervals were
re-calculated using the Delta Method. (D) Tumor fractions for MRD+ samples split by the minimum fingerprint size
required to still detect MRD.





