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Supplemental Fig. 1 — Showing all TMT exposure behavioral measures
for Experiment 1 as individual data points. * p<0.05 vs. Control.



Supplementary Figure 2
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Supplemental Fig. 2 — Showing all TMT exposure behavioral measures for Experiment 2 as individual data
points. * p<0.05 vs. Control.



Supplementary Table 1 — Behavioral analyses in seconds

TMT Exposure (10 min, in sec)

Digging Immobility Time on TMT side Grooming
Controls 6.3+3.5 42.0+8.2 3224+ 15.6 50.8 £8.7
T™MT 93.8 £ 15.5*% 200.3 +£7.3* 209.0 + 31.6* 7.0+0.3%

Context Re-exposure (5 min, in sec)

Digging Immobility Time on TMT side Grooming
Controls 14+1.0 29.0+5.1 136.0£11.3 30.8+7.5
T™T 83+6.0 15.0 £3.7* 185.5 + 8.8%* 5.8+ 1.7*

S1. Supplementary Table 1 — The total time (s) spent engaging in each behavior during TMT
exposure and context re-exposure for Experiment 2. * p<0.05 vs. Control



Supplementary Table 2 — Gene expression 6 hours after TMT

GRM? GRM3 GRMS GRM7 SLCIA3 CRF FKBPS NR3CI NR3C2
Prelimbic
Corton 206+078 064+0.12 1.16+028 176+041 1.06+046 2.19+0.84 n/a n/a n/a
Infralimbic
075021 089+026 089=0.16 1.11=021 1.04=021 n/a n/a n/a n/a
Cortex
Nucle
UelelS - 130+£038 120+011 086+013 081+003 1.06=0.12 n/a n/a n/a 1.06=0.14
Accumbens
Nucleus ) 0035 1094008 1.182003 1234017 120=005 147035 n/a n/a 120+ 0.07
Reuniens
Hypothal. 1.59=040 192=053 154=053 140=021 n/a 179=0.50 1.47+0.15% 126=0.16 126=0.12
Amygdala 170£064 130=017 1.07%0.17 n/a n/a 089=023 095+0.11 1.06+020 1.07=027
Dorsal
Hinpo 101009 088+010 146<0.75 120+0.14 105+016 086<008 1.48+0.19% 095+013 1.17=0.13
Ventral
Hinpo 081=0.15 083+0.11 144=023 1.11=0.11 088+0.13 1.03£0.19 1.10£0.13 0.75£0.13 0.74=0.10

S2. Supplementary Table 2 — A complete list of gene expression data as fold changes of TMT group compared to control (average=1)
6 hours after TMT exposure. * p<0.05 vs. Control



Supplementary Table 3 — Gene expression 2 days after TMT

GRM? GRM3 GRMS GRM7 SLCIA43 CRF FKBP5 NR3CI NR3C2
Prelimbic
. 099+ 021 049+0.12* 059+014 0884027 1.12+089 028%+0.05 n/a n/a /a
Infralimbic

0794015 051+011 078+008 074+008 0.76+0.11 n/a n/a n/a /a
Cortex
Nucleus 134015 1.54+0.21* 137+017 098+0.11 1.08+0.08 n/a n/a n/a 126+0.12
Accumbens
Nuclews 59,013 1.00£015 088+0.09 1.02+0.15 1.03+018 1.16+0.30 n/a n/a 127+0.10
Reuniens
Hypothal. 1.69+037 1.51+027 098+0.01 145022 n/a 273+070 125+015 128+020 120:0.16
Amygdala 1.70+0.52 142+025 1.03+0.13 /a n/a 083+0.12 096+015 1284030 1.00+0.13
Ef;;zl 079+ 0.10 0.70+0.07* 2.00+093 094+0.11 079+006 093+0.16 091+0.10 0.79+008 127+025
Ventral
Hippo 114+019 101+020 121+020 088:0.11 082+017 121+038 088+0.10 072+008 0.76+0.09

S3. Supplementary Table 3 - A complete list of gene expression data as fold changes of TMT group compared to control (average=1)

2 days after TMT exposure. Data from S2 and S3 are from Experiment 1. * p<0.05 vs. Control.



Supplementary Table 4 — Gene expression 4 weeks after TMT

GRM? GRM3 GRMS GRM7 SLCIA3 CRF FKBPS NR3CI NR3C2 CNRI DLG4 Homerl SHANKZ
Prelimbic _. . ) , = .
Cortex 130+024 112012 12.79#0.25* 093+0.10 194%0.23" n'a 1.13+0.13 n‘a 086011 090013 158%0.18* 124009 1.18x0.15
Infralimbic . , , . . :
Cortex 0382011 1212024 103+016 137x024 1.17x0.16 n'a n'a n‘a n'a 128+021 114017 1472018 101x017
Nucleus . . ) ) ) ) ) ) , ,
068+£007 0902006 104008 0730067 0.47 %0.06% n'a n'a n'a n'a n'a n'a n'a n'a

Accumbens
Nuclens . ) . ) ) , , ,

. 109+005 0911012 f'a n'a n'a n'a n‘a 078+002 099+002 085+0.14 n'a n'a n'a
Reuniens
Hypothal. n‘a n'a n‘a n‘a n‘a 127+023 1384040 097+014 125+028 n‘a n'a n'a n'a
Amygdala n'a n'a n'a n'a n'a 193+046 0912009 1002015 123+0.13 n'a n'a n'a n'a
]I_}E:;:l 1.29+£0.18 1.12x017 068zx016 139+£019 173+030 1032016 157021 118+016 1.79%0.23* 075011 0972005 1102009 0.67%0.06%
;;;1521 092+041 079017 0.60£0.09% 055%0.07* 080+014 061x014 090x027 10x031 120+x039 0532008 102003 055%0.07% 0.51%0.057

Supplementary Table 4 - A complete list of gene expression data as fold changes of TMT group compared to control (average=1)

weeks after TMT exposure. Data from S4 are from Experiment 2. * p<0.05 vs. Control.






