Supplemental Materials

Gene Forward (5’ -3°) Reverse (5’ -3)
Genomic PCR Vy2-Jyl | TGGACATGGGAAGTTGGAG CAGAGGGAATTACTATGAGC
Vy3-Jyl GATCAGCTCTCCTTTACCC
Vvy4-Jyl CTGGGGTCATATGTCATCAA
Vvy5-Jyl GCTAACCTACCATTCTCTGT
Vyl1.1-Jy4 | CTTCCATATTTCTCCAACACAGC | ACTACGAGCTTTGTCCCTTTGG
Vyl.2-Jy2 ACTATGAGCTTTGTTCCTTCTGCAA
Vo4 CCGCTTCTCTGTGAACTTCC CAGTCACTTGGGTTCCTTGTCC
Vo5 CAGATCCTTCCAGTTCATCC
Gapdh AGGTCGGTGTGAACGGATTTG TGTAGACCATGTAGTTGAGGTCA
Cd TTGAGAGAGAGAACCCGTAT CTCTCCTGTGTGACTATTGG
Copy number assay | CO (primer) | CTGGAATGGTACCGCACAGTAG | AAGAGGGAGCGGTGGTATCA
Cd (probe) | CACCAGCCTTCCCA
RT-PCR Vy2-Cy GGAGTACAAGAAAATGGAGG CTTATGGAGATTTGTTTCAGC
Vvy3-Cy CATCGGATGAAGCCACGTA
Vv4-Cy AGTGACAGAAGAGGACACG
Vvy5-Cy CGATTCTGCTCTGTACTACT
Vyl.1-Cy | AACTTCTACCTCAACCTTGA
Vy1.2-Cy | AAGTTCTACCTCAACCTTGG
Gapdh AGGTCGGTGTGAACGGATTTG TGTAGACCATGTAGTTGAGGTCA

Table S1. List of primer/probe sequences




A B

v1 Cluster v3 Cluster y2 Cluster v4 Cluster

II I I II II Vard ISV Co Vo5 _ Jan Cu
Vs vz Vid o Vi W1 Gyl VY13 yhy3yCy3 Cy2dy2 Vy12 Vytd  Jy4 Cyd
\ ‘ V-J recombination

Vo3 Vo2 Vo4 Vol Dd1 Dd2 Jo1 Jd2 Cd Vo5

Vy5  Vy2dyl Oyl Cy2 Jy2 Vy12 Vyid 4 Cya
D to J recombination

* pre-mRNA processing

Vo3 V2 Vo4 Vol Dd1  DJd1 J62 Cod Vo5
VJyTCR V to DJ recombination
Vo3 Vo2 V4D2Jd1 Jo2 Co Vo5

* pre-mRNA processing

VDJ5 TCR
c DJB1 Cluster DJp2 Cluster D
- - -
I
Vpn Dp1 Jpt Cp1 Dp2 Jp2 cp2 Vasd Db S Cd Vo5 Jun Ca

o Vo5 J Ca

Va/d Dd Jo Ci an
| L=
Vpn DJp1 Cp1 Dp2 Jp2 cp2
V to DJ recombination
— ] RO .

Va/dJa Ca
Cd Vo5 Jan Ca

VDJB1 Cp1 Dp2 Jp2 cp2 Vo oo 4o

* pre-mRNA processing

VDJB TCR

Figure S1. Comprehensive schematic of TCRy (A), TCRS (B), TCRp (C) and TCRa. (D), and

their rearrangement mechanism. Transcription is marked by a red arrow.
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Figure S2. Expression of ST2 in Ragl-- and Tcro/f-- thymic ILC2s. Thymic CD45.2*Lin’
Thy1.2* cells in both Ragl”- and Tcrd/f” mice were further characterized into CD127+CD25+



and CD127+CD25" populations and the expressions of ST2 were analyzed. CD127*CD25* (red)
and CD127+CD25" (green) subsets were compared against ST2 null (grey).



