Supplementary Figure 1
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GSE15434 Dataset, Normal kariotype AML, N= 251
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TCGA Dataset, N =162

DHODH vs. ITGAM

Spearman: -0.48
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mRNA expression (RNA Seq 2 RSEM): TGAM (lng2)
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mRHNA expression (RNA Seq V2 RSEM): DHODH (16q22.2) (log2)

OHSU Dataset, N = 405

DHODH vs. ITGAM
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MRNA expression (RNA Seq RPKM): DHODH (16422 2) (log?)

Log2 fold expression
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UMPS vs. ITGAM
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MRNA expression (RNA Seq V2 RSEM): ITGAM (log2)

MRNA expression (RNA Seq RPKM): ITGAM (log2)
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mRNA expression (RNA Seq V2 RSEM): UMPS (3q21.2) (log2)

UMPS vs. ITGAM
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MRNA expression (RNA Seq RPKM): UMPS (3g21.2) (lng2)
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