a Zinc ion binding -
Unfolded protein binding -

Tubulin binding -

Threonine-type peptidase activity -
Threonine-type endopeptidase activity -
Structural molecule activity -
Structural constituent of ribosome -
Structural constituent of nuclear pore-
rRNA binding-

Ribonucleoside binding-

Purine ribonucleoside binding -

Purine nucleoside binding-

Protein heterodimerization activity -
Nucleosomal DNA binding-
Nucleoside binding-

Nuclease activity -

Motor activity -

Microtubule motor activity -
Microtubule binding -

Guanyl ribonucleotide binding -
Guanyl nucleotide binding -

GTP binding-

Glutathione transferase activity -
Cytoskeletal protein binding -

58S rRNA binding-

b

Ribosome-

Protein processing in endoplasmic reticulum -
Protein export-

Proteasome-

Porphyrin and chlorophyll metabolism -
Phagosome-

One carbon pool by folate -

MRNA surveillance pathway -
Glycolysis / Gluconeogenesis -
Glutathione metabolism -

Fatty acid degradation-

DNA replication-

Biotin metabolism -

Arachidonic acid metabolism-
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