
Title: Supplementary Data 1 

Description: The full list of differentially expressed genes and enriched pathways. The 

up-regulated and down-regulated genes (FDR <0.15, determined with edgeR) and up-

regulated and down-regulated KEGG pathways (Benjamini score <0.15, determined with 

DAVID Bioinformatics Resources) defined in the analysis of genome-wide gene expression 

in NPCs isolated from the GE of control or Ring1B KO mice at E11 in Fig. 4 are now listed 

in the sheets of “Up-regulated genes”, “Down-regulated genes”, “KEGG_up-regulated” and 

“KEGG_down-regulated”, respectively. Refseq_ID, Gene symbol, p value and FDR of each 

determined gene are provided in the sheets of “Up-regulated genes” and “Down-regulated 

genes”. Pathway name, p value and Benjamini score of each enriched pathway are provided 

in the sheets of “KEGG_up-regulated” and “KEGG_down-regulated 


