Table 1: Transcription factor used in constructing regulatory grammars

TF logo regulatory rammar

NFYA N ,‘(é\CC AATst' o homo_cluster_1

POU3F2 | [ AT€< Taae—— homo_cluster_2

TP53 ?sﬁﬁ&rfCKéﬁCK‘rGTff homo_cluster_3

ESRRA . AAGGTC A homo_cluster_4

IRF1 GAAA ?GAAA homo_cluster_5

KLF1 mG"‘&EGG hetero_cluster_1

MEF2A TTA T T+ hetero_cluster_1

YY1 AAAeA &CG(_( : hetero_cluster_1, hetero_cluster_2
GATA1 . ) TAA hetero_cluster_1, enhanceosome_2
RUNX3 TG'I;GGTTIF hetero_cluster_2

PDX1 T'GA‘I‘ ?GATé hetero_cluster_2

BCL11A e ZCEAA. e hetero_cluster_2, hetero_cluster_3
E2F1 - GGC&;GAK ) hetero_cluster_3

FOXA1 Té TTKE%—.— a hetero_cluster_3

NR2F2 . ﬁ&;TCA - hetero_cluster_3, hetero_cluster_4
VDR N éGGﬁ’ A GéG‘F o hetero_cluster_4

BACH1 —-—GCTGAGTCK< - hetero_cluster_4

FOS TGAG/ C hetero_cluster_4, hetero_cluster_5
MAFG e TGAGT< AGC = hetero_cluster_5

ERG e ESAGGAA hetero_cluster_5

STAT5B TTCngG AA hetero_cluster_5, enhanceosome_1
TCF7 A=A T= AA AG?A enhanceosome_1

MAX B éCA(Gﬁ:@\ enhanceosome_1

LYL1 J—— Tth L enhanceosome_1, enhanceosome_2
PBX1 _GA -rGﬁ( - enhanceosome_2

CEBPA PT??#GfAA:.- enhanceosome_2




