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Table 1 

All COVID-19 and influenza patients enrolled in this study 

Supplementary 

Table 2 

List of proteins that are detected by antibody microarray 

Supplementary List of differentially-expressed serum proteins identified in 
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Table 3 COVID-19 patients compared to the influenza patients 
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Table 4 

Biological processes of differentially-expressed serum 

proteins identified in COVID-19 patients 

Supplementary 

Table 5 

Function enrichment analysis of differentially-expressed 

serum proteins identified in COVID-19 patients using the 

STRING database 

Supplementary 

Table 6 

Correlation analysis of differentially-expressed COVID-19 

proteins and clinical indices. 

Supplementary 

Table 7 

Protein-protein interaction analysis of serum proteins 

correlated with the neutrophil and lymphocyte using STRING 

database. 

 


