Supplementary Figures

Figure S1

Figure S1: Methylation levels of genome-wide significant CpG sites (cord blood EWAS) in brain and
blood tissue of 16 participants in the BECon database.
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Figure S2

Figure S2: Scatterplot of genome-wide significant CpG sites (birth
methylation EWAS) in the Generation R Study. Red indicates ADHD
levels at age 6, green at age 8 and blue at age 10.
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