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Figure S2: Sequence logos for 6 motifs of sugar transporter (SUT) domains using the MEME program. MEME motifs are displayed
by stacks of letters at each site. The total height of the stack is the ‘information content’ of that site in the motif in bits. The height
of each letter in a stack is the probability of the letter at that site multiplied by the total information content of the stack. Abscissa
represents the width of the motif and ordinate represents the bits of each letter, separately;



