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Figure S1. GO enrichment analysis. SLO, CKO and CKO04 represent the Suillus luteus (SL)
lated plants without Alum

INoOCuU

CKO4_vs_CKO

p.adj

B 1e0s
B 2e-08
I 3e-08

4e-08
5e-08

9e-05

1 6e-05

p.adj
B 3e05

cC

0.09

0.1

0.1

0.1

CcC

0.06

0.07 906 %8

MF

0.1

0.1

0.12 0.12

0.17 0.17UI17(i

0.26

MF

0.07 0.07
0.08 0.09
0.14 0.14 0.14 0.14 I I

0.24 0.22

BP

0.12 012 041
I I 1] I iqo.m

0.15 0.15 0.15 0.15

0.12
0.15 I

SLO_vs_CKO

BP

0.12 0.12 0.42 i

0.09

0.1

0.1
I I 0.13 I 0.13 0.13 0.13 I

0.1

0.15 0.15 0.15 011

6001

T
o
=
<

2001

Jaquiny ausn

0.17 0.17 0.16
0- I I I

400 -

3004
2004
1004

0

1BgINN 8UsL)

Enriched GO Terms (Top 30)




04
5L04_vs_CK

0.00125

00050
u (01.00“75
= 0.00100

dj
p-a 025
00
M o

| Qo*@é\ \wm.\o.o\o\co
e L mqm\QSmS Q@w\\@_ Ewm\Q
4 | m%.ssms b\c_\m.\\_.s. Em\qsa\ﬁ
S I %Go&ms Aoreg,,
S I E&m\a&oﬁ
I L
m | L %&o\ﬁm\%
e | m%\oEmE ,u.\\mﬁim&o.\q
2 S I \%\%\98
Phseyy
- E— j
g aI oy, Ty
= g L %@So@obka
- I4 I Ambé%\m %4 yp Oy Wrpoe m@.wo%@obg
° g L “oxg /0 mbémb\m. Y o %Eow s.\%om mw&u%%ob\é
ma b Yo Ay Yy m.tg%\m u.c.e@?g wmto%cmh S\\om\m
e g oseg), L7 10/ @E&Smé%
S A \m\\_.ﬁm %m@ msossm
s Lo osegy m&o&&&&m&@%
w A L Q\.SSQ m\o\\\am\_\&
5 I @ssﬁ\éqeo\ﬁ
o
E | %t&mﬁ&. ..EQ oy m%o%@
m b Yoy tc%cg eo\\om\m %m&imo\otq
<l | m.%uc\o. u\\aow\ms
| m.%oo\nd.%&q\@@o mssws\m
w 1 L qwmqoxn‘ SE:.%%EE&.:@
o |1I Qr\\mm\tmft@ ,m.\mmﬂsaseﬁ
: s m. A@m%bcm m@,\\o%\ms éwSo@So cgmkmgq
S 9y, m\SQoSo\%ém\SQ
% ml | S.\\o%,\ %6y @%SS%EQ
m I | @mmSQ%QQQQ
. g
e

JOqUINN 8ueD



Figure S2. KEGG enrichment analysis. SLO, CKO and CKO04 represent the Suillus luteus (SL)
inoculated plants without Aluminum stress application, plants non inoculated without
Aluminum stress application and plants non inoculated with 0.4 mmol L™ Aluminum stress
application, respectively.
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