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Supplemental Figure S5: Biochemical characterization of guanidinium-RNA interactions. (A)
Electron mobility shift assay (EMSA) of the PLRV RNA used for crystallization and structure
determination, in the absence (top) or presence (bottom) of 100 mM guanidine hydrochloride. Arrows
below the gels depict the RNA concentrations used for in vitro Xrn1 degradation assays and for RNA
crystallography. (B) Quantitated EMSA data from (A), n = 3, error bars = SD. 50% of the RNA is
dimerized at 165 puM. (C) In vitro Xrn1 degradation assay of the wild type PLRV RNA in the presence of
the indicated concentrations of guanidine hydrochloride.



