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Additional file 12. Manhattan, quantile—quantile and LOD plots of the association and linkage mapping for each of the
evaluated traits. The Bonferroni correction threshpld (0.05) using the WGS (1,972,528) and the GBS (20,615) markers

are depicted as red and green horizontal dashed lines, respectively, in the Manhattan plot. The significance thresho
for the QTL mapping analysis is depicted as a blue dashed line in the LOD plot.
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Additional file 12. Manhattan, quantile—quantile and LOD plots of the association and linkage mapping for each of the
evaluated traits. The Bonferroni correction threshpld (0.05) using the WGS (1,972,528) and the GBS (20,615) markers

are depicted as red and green horizontal dashed lines, respectively, in the Manhattan plot. The significance thresho
for the QTL mapping analysis is depicted as a blue dashed line in the LOD plot.



—log,, (p value)

LOD

—log,, (p value)

LOD

Yd 2013

PvO1l Pv02 Pv03 Pv04 Pv05 Pv06 PvO7 Pv08 Pv09 Pv10 Pvil

Observed —log,, (p value)
N

40
2 -l
304
0 ) T T T T
20 0 2 4 6
Expected -log,, (p value)
104
0- mwmwww
PVO1 PV02 PV03 PV04 PVO5 PV06 PVO7 PV08 PVO9  PVIO Pvil
Chromosome

°
E [ 1)
< 6
>
£
S
> 47
T T T T T T T T T T T Q
PvO1 Pv02 Pv03 Pv04 Pv05 Pv06 Pv07 Pv08 Pv09 Pv10 Pv11l [
20 A a
8
15- O 0- T T T T
0 2 4 6
10 - Expected -log,, (p value)
PvO1 Pv02 Pv03 Pv04 Pv05 Pv06 Pv0O7 Pv08 Pv09 Pv10 Pv11
Chromosome

Additional file 12. Manhattan, quantile—quantile and LOD plots of the association and linkage mapping for each of the
evaluated traits. The Bonferroni correction threshpld (0.05) using the WGS (1,972,528) and the GBS (20,615) markers

are depicted as red and green horizontal dashed lines, respectively, in the Manhattan plot. The significance thresho
for the QTL mapping analysis is depicted as a blue dashed line in the LOD plot.
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Additional file 12. Manhattan, quantile—quantile and LOD plots of the association and linkage mapping for each of the
evaluated traits. The Bonferroni correction threshpld (0.05) using the WGS (1,972,528) and the GBS (20,615) markers

are depicted as red and green horizontal dashed lines, respectively, in the Manhattan plot. The significance thresho
for the QTL mapping analysis is depicted as a blue dashed line in the LOD plot.
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Additional file 12. Manhattan, quantile—quantile and LOD plots of the association and linkage mapping for each of the
evaluated traits. The Bonferroni correction threshpld (0.05) using the WGS (1,972,528) and the GBS (20,615) markers

are depicted as red and green horizontal dashed lines, respectively, in the Manhattan plot. The significance thresho
for the QTL mapping analysis is depicted as a blue dashed line in the LOD plot.
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Additional file 12. Manhattan, quantile—quantile and LOD plots of the association and linkage mapping for each of the
evaluated traits. The Bonferroni correction threshpld (0.05) using the WGS (1,972,528) and the GBS (20,615) markers

are depicted as red and green horizontal dashed lines, respectively, in the Manhattan plot. The significance thresho
for the QTL mapping analysis is depicted as a blue dashed line in the LOD plot.
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Additional file 12. Manhattan, quantile—quantile and LOD plots of the association and linkage mapping for each of the
evaluated traits. The Bonferroni correction threshpld 0.05) using the WGS (1,972,528) and the GBS (20,615) markers

are depicted as red and green horizontal dashed lines, respectively, in the Manhattan plot. The significance thresho
for the QTL mapping analysis is depicted as a blue dashed line in the LOD plot.



