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Antibodies
Antibodies used

Validation

Omnibus (GSE61817, https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE61817). Raw and processed RNA-seq data are available at GEO (https://
www.ncbi.nlm.nih.gov/gds) accession numbers GSE132385 (https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE132385) and GSE132386 (https://
www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE132386).

The sample sizes were determined based on our previous studies using similar methodologies (Broker CN et al, PMID:30158201, 28082284; Li
et al, PMID:28918936) and other publications in the same field. The sample sizes and statistical methods are described in figure legends and in
the method section. For biochemical data and quantifications, 3-6 biological replicates were used in a majority of experiments; for imaging
data, 3 biological replicates were used.

No samples or animals were excluded from the study.

All experiments included in this study were done in biological replicates, as described in each figure legend for each experiment. All reported
data was successfully reproduced in independent replicate experiments.

C57BL/6 mice were ordered from the Jackson Lab. Each cage was randomly chosen to receive treatments. Animals were assigned to groups
randomly. For knockout mice study, experiments were not allocated into random groups because relevant genotypes after genetic crossing
were selected for experimentation.

Blinding was not relevant to this study because all data from in vitro and in vivo were analyzed in the same way.

CASP1 (Invitrogen, Cat:#14-9832-82, Clone:5B10, LOT:2171961)

IL1B (Cell Signaling, Cat:#12242, Clone:3A6, LOT:1)

ACTB (Cell Signaling, Cat:#8457L, Clone:D6A8, LOT:1)

TXNIP (Novus, Cat:NBP1-54578, Clone:JY2, LOT:A-4)

Anti-rabbit IgG HRP-linked antibody (Cell Signaling, Cat:7074S, LOT:29)

Anti-mouse IgG HRP-linked antibody (Cell Signaling, Cat:7076S, LOT:35)

Histone H3 (Cell Signaling, Cat:#4620, Clone:D2B12, Lot:1)

GFP (MBL, Cat:#598, LOT:076)

PPAR! (Abcam, Cat:Ab24509)

Normal rabbit IgG (Cell Signaling, Cat:#2729S)

TUBA1B (Epitomics, Cat:#1878-1, Clone:EP1332Y)

All the antibodies used in this study were validated by providers and previous reports.

CASP1 antibody has been validated (Westerterp et al., 2017).

IL1B antibody has been validated (Song et al., 2017).




