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QxOFWAmfmGHS7mmmmmmmmmfmEndoglucanasemI
QxOPKXmfmGHS,/O]M7xmmmfmGlucoamylase
QxONF6mfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOEE,mfmO]MA7/GH,AmmmfmProbablemalphafLfarabinofuranosidasem]
QxOMTSmfmO]MS/GH,_,mmmfmExoglucanasemS
QxOSOAmfmO]MS/GHSxmmmmfm]etafxylanase
QxO8F,mfmO]MS/GHD7mmmmfm[lphafLfarabinofuranosidase

QxOMT7mfmGH8/O]MSmmmmmfmProbablemSLAfbetafDfglucanmcellobiohydrolasem]
QxO]MRmfmGHSxmmmmmmmmmfmProbablemendofSLAfbetafxylanasemO
QxOFQ8mfmmmmmmmmmmmmmmfmOatalase
QxO8RAmfmOESDmmmmmmmmmfmUncharacterizedmprotein

QxOUG,mfmGH,_8mmmmmmmmfmProbablemmannanmendofSLAfbetafmannosidasem[f7
QxOTD8mfmGH6mmmmmmmmmmfmProbablembetafglucosidasem[
QxOQEXmfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxO[X8mfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxO[Z8mfmmmmmmmmmmmmmmfmPeptidemhydrolase
QxOFW,mfmGH6mmmmmmmmmmfmUncharacterizedmprotein

QxODWXmfmOESD/GH7xmmmmfmUncharacterizedmprotein
QxOM[8mfmGH6SmmmmmmmmmfmProbablemalpha_betafglucosidasemagdO
QxOODxmfmGH,_8mmmmmmmmfmProbablemmannanmendofSLAfbetafmannosidasem[fS
QxONM,mfmO]MS/OE,mmmmmfm[cetylxylanmesterase

QxOS[8mfmO]MS/GH78mmmmfm[lphafgalactosidase
QxOV8RmfmGHS6SmmmmmmmmfmUncharacterizedmprotein
QxOUGRmfmOESxmmmmmmmmmfmOarboxylicmestermhydrolase
QxOK7xmfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOTKRmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOGK7mfmGHSxmmmmmmmmmfm]etafxylanase
QxOZS,mfmGHSxmmmmmmmmmfm]etafxylanase

QxO8ZSmfmGHA6_6DmmmmmmfmUncharacterizedmprotein
QxDx]RmfmGH6,mmmmmmmmmfm]etafgalactosidase
QxOVUSmfmPLA_SmmmmmmmmfmProbablemrhamnogalacturonatemlyasem[

QxOWMxmfmO]MS/OESmmmmmfmUncharacterizedmprotein
QxONMDmfmGH8A/GH8A/GH8A/O]MSmfmUncharacterizedmprotein
QxOX67mfmGH,_A/O]MADmmfmUncharacterizedmprotein
QxOUEDmfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOXS7mfmmmmmmmmmmmmmmfmLipase
QxDSARmfmGHS8mmmmmmmmmfmUncharacterizedmprotein
QxORJDmfmGHA6_DmmmmmmmfmProbablemarabinanmendofSL,falphafLfarabinosidasemO
QxOO8XmfmGH8/O]MSmmmmmfmGlucanase

QxORJSmfm[[R/[[RmmmmmmfmUncharacterizedmprotein
QxOMZ6mfmmmmmmmmmmmmmmfmNeutralmproteasem7mhomologm[TEG_xAXAS
QxODWSmfmPLS_8mmmmmmmmfmPectatemlyasem]

QxOLLRmfm[[XmmmmmmmmmmfmEndoglucanasemIV
QxOFS6mfmGHSSmmmmmmmmmfmProbablemendofSLAfbetafxylanasem[
QxOFPSmfmO]MS/GHDmmmmmfmProbablemSLAfbetafDfglucanmcellobiohydrolasemO

QxOQ7AmfmO]MS/[[XmmmmmfmUncharacterizedmprotein
QxOORAmfmGH8mmmmmmmmmmfmProbablemendofbetafSLAfglucanasemcel]
QxORUxmfmGHS7mmmmmmmmmfmEndoglucanasemI
QxOVXAmfmO]M6,/GH78mmmfmProbablemalphafgalactosidasemD

QxOJPXmfmGHD8mmmmmmmmmfmProbablemalphafglucuronidasem[
QxOZJ6mfmGHX6mmmmmmmmmfmUncharacterizedmprotein
QxOXSAmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOI7SmfmmmmmmmmmmmmmmfmProbablemferuloylmesterasem]f7

QxOOFRmfmPL6_7mmmmmmmmfmProbablempectatemlyasemF
QxOYLRmfmPLS_AmmmmmmmmfmProbablempectinmlyasem[miPL[z
QxO]M8mfmmmmmmmmmmmmmmfmProbablemferuloylmesterasem[

QxOU68mfmOE6mmmmmmmmmmfmUncharacterizedmprotein
QxOELDmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOR]6mfmGHD7mmmmmmmmmfmProbablemalphafLfarabinofuranosidasemaxh[

QxOF8Amfm[[8mmmmmmmmmmfmUncharacterizedmprotein
QxOKU6mfmGH7XmmmmmmmmmfmUncharacterizedmprotein
QxOX[XmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOHVRmfmGH87/O]MA6mmmfmSL6fbetafglucanosyltransferase

QxDxSSmfmGH6Smmmmmmmmmfm[lphafglucosidase
QxOF6Dmfm[[8mmmmmmmmmmfmUncharacterizedmprotein
QxOTQ8mfmGH,6mmmmmmmmmfmProbablemarabinogalactanmendofbetafSLAfgalactanasem[
QxOROXmfmGHS7mmmmmmmmmfmProbablemxyloglucanfspecificmendofbetafSLAfglucanasem[

QxOIESmfmmmmmmmmmmmmmmfmSuperoxidemdismutasem[OufZn]
QxOR6RmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOJQ8mfm[[XmmmmmmmmmmfmUncharacterizedmprotein

QxOE7DmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOG[DmfmO]M7x/[[S6mmmfmUncharacterizedmprotein
QxOFLRmfm[[6_7mmmmmmmmfmUncharacterizedmprotein

QxOFxRmfmmmmmmmmmmmmmmfmThioredoxin
QxO[ESmfmmmmmmmmmmmmmmfmOarboxypeptidase
QxORH7mfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxODF,mfmO]M7x/GHS6_Smfm[lphafamylasem[

QxOUWXmfmGHS6_Smmmmmmmfm[lphafamylase
QxODT,mfmGH87mmmmmmmmmfmSL6fbetafglucanosyltransferase
QxOVYAmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOHD6mfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOPK7mfmGH78/O]MS6mmmfmProbablemalphafgalactosidasem[
QxOEUAmfmO]MS/[[XmmmmmfmProbablemendofbetafSLAfglucanasemD
QxDx8DmfmGHA8mmmmmmmmmfmProbablemmannosylfoligosaccharidemalphafSL7fmannosidasemS]

QxOER8mfmGHA6_6xmmmmmmfmUncharacterizedmprotein
QxOR]7mfmO]MD/GHA6_7XmfmUncharacterizedmprotein
QxOWxSmfmOE,mmmmmmmmmmfmProbablemcutinasemA

QxOZ]6mfmOESxmmmmmmmmmfmOarboxylicmestermhydrolase
QxOID8mfmGH6mmmmmmmmmmfmProbablembetafglucosidasemF
QxOL[SmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxORVXmfmOESxmmmmmmmmmfmProbablemdipeptidylfpeptidasem,

QxOMXXmfmGHSDmmmmmmmmmfmUncharacterizedmprotein
QxOEYDmfmGH7RmmmmmmmmmfmPolygalacturonasefA
QxOGR8mfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOJF7mfmmmmmmmmmmmmmmfm[spergillopepsinmF
QxORRSmfmGHS6_S/O]M7xmfm[lphafamylase
QxOLR,mfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOVRXmfmO]M77mmmmmmmmfmUncharacterizedmprotein
QxOL],mfmGHS7mmmmmmmmmfmEndoglucanasem[
QxOG77mfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOFO,mfmmmmmmmmmmmmmmfm[TPmsynthasemsubunitmbeta
QxOES8mfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOX],mfmGH8,mmmmmmmmmfmEndofchitosanase
QxOJJ,mfmGH7,mmmmmmmmmfmNLOfdiacetylmuramidase

QxOZYAmfmGHSDmmmmmmmmmfmUncharacterizedmprotein
QxOGSXmfmmmmmmmmmmmmmmfmOarboxypeptidase
QxOPZxmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxO]DAmfmmmmmmmmmmmmmmfmUncharacterizedmprotein

QxOX[XmfmmmmmmmmmmmmmmfmUncharacterizedmprotein
QxOYJ7mfmmmmmmmmmmmmmmfm[llergenm[spmfmS,
QxO8PDmfmGHS8mmmmmmmmmfmProbablemglucanmendofSL6fbetafglucosidasemeglO
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Fig S1 - Aspergillus terreus -5 100 5
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Protein name

QxDSR7mfmmmmmmmmmmmmmmfmUncharacterizedmprotein

CAZyUniprot



GPRXSSiiiitiGHwWF][MUPiiiitiGlucoamylase
GPRVKwiiiitiGHbF][MwiiiiiitiGlucanase
GPR[WXiiiiti][MwFGHSiiiiiitiGlucanase
GPRSTXiiiitiqqIF][MwiiiiiitiGlycosideihydrolaseifamilyiSw
QbZIMbiiiitiqqIiiiiiiiiiiitijndoglucanasetb
GPRVKOiiiitiGHJP_biiiiiiiitiGlycosideihydrolaseifamilyiW
GPRVKJiiiiti][MwiiiiiiiiiitiNont]atalyticimoduleifamilyiexpansin
GPRQwSiiiitiGHwSiiiiiiiiiitiPredictediprotein
GPR]GJiiiiti]jwiiiiiiiiiiitiPredictediprotein
GPRT]Piiiitiiiiiiiiiiiiiiiti]elliwalliprotein
GPRUwJiiiitiGHwSiiiiiiiiiitiGlycosideihydrolaseifamilyiwS
GPRGUOiiiitiGHJiiiiiiiiiiitiGlycosideihydrolaseifamilyiJ
GPRTbSiiiitiGHJP_WiiiiiiiitiGlycosideihydrolaseifamilyiW
GPR]XWiiiitiGHW_biiiiiiiiitiGlycosideihydrolaseifamilyiW
GPRVIUiiiitiGHJP_biiiiiiiitiGlycosideihydrolaseifamilyiGHJP
GPRJUWiiiitiGHWWiiiiiiiiiitiGlycosideihydrolaseifamilyiWW
GPRIUbiiiitiGHWWiiiiiiiiiitiGlycosideihydrolaseifamilyiWW
GPRXUbiiiitiiiiiiiiiiiiiiiti]OOHiterminaliWS]idomaintcontainingiprotein
GPRSTbiiiiti][Mwiiiiiiiiiiti]arbohydratetbindingimoduleifamilyiw
QbZIMXiiiitiGHbOFGHbOFGHbOF][MwitiXyloglucanase
GPRVIJiiiiti][MwF]jwWiiiiitiOtOtmethyltglucuronoylimethylesterase
GPRKIwiiiitiGHbwiiiiiiiiiitiPredictediprotein
GPR[[WiiiitiGHObiiiiiiiiiitialphatwNUtMannosidase
GPRSqUiiiitiGHwXiiiiiiiiiitiPredictediprotein
GPRIKwiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRVQXiiiitiGHJP_JiiiiiiiitiGlycosideihydrolaseifamilyiJP
GPRK/WiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRR[Uiiiiti][MOUFGHWOiiiitiGlycosideihydrolaseifamilyiWO
GPRRHPiiiitiiiiiiiiiiiiiiitiProteinaseiTtlikeiprotein
GPRXwSiiiitiiiiiiiiiiiiiiitiTrypsintlikeiserineiprotease
GPRUPbiiiitiGHwwiiiiiiiiiitijndotwNOtbetatxylanaseiU
GPRGUJiiiitiGHJiiiiiiiiiiitiGlycosideihydrolaseifamilyiJ
GPRqJUiiiitiGHwPiiiiiiiiiitijndotwNOtbetatxylanaseiJ
GPRXIOiiiitiiiiiiiiiiiiiiitiGlyceraldehydetJtphosphateidehydrogenase
GPR/ZWiiiitiiiiiiiiiiiiiiitijlongationifactoriwtalpha
GPR]SWiiiitiiiiiiiiiiiiiiitiStphosphogluconateidehydrogenaseNidecarboxylating
GPRGKIiiiitiiiiiiiiiiiiiiitiNucleosideidiphosphateikinase
GPRJKXiiiitiiiiiiiiiiiiiiitiqdenineinucleotideitranslocator
GPRR]wiiiitiiiiiiiiiiiiiiitiSPsiribosomaliproteinirlaUNiPU
GPRI/UiiiitiiiiiiiiiiiiiiitiOPsiribosomaliprotein
GPRSGWiiiitiiiiiiiiiiiiiiitiqlcoholidehydrogenase
GPRQXwiiiitiiiiiiiiiiiiiiitiqTPisynthaseisubunitibeta
GPR]QOiiiitiiiiiiiiiiiiiiitiqTPisynthaseisubunitialpha
GPRJIbiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRbqwiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPR/OUiiiitiiiiiiiiiiiiiiitiRibosomaliproteiniSwXNiSwJifamily
GPRL]WiiiitiiiiiiiiiiiiiiitiPhosphopyruvateihydratase
GPRRjSiiiitiiiiiiiiiiiiiiitiqdenosylhomocysteinase
GPRTjSiiiitiiiiiiiiiiiiiiitiKetoltacidireductoisomeraseNimitochondrial
GPRMIUiiiitiiiiiiiiiiiiiiitiwOtJtJiclassiprotein
GPRKYOiiiitiiiiiiiiiiiiiiitiUbiquitinifusioniprotein
GPRKPwiiiitiiiiiiiiiiiiiiitiPeptidyltprolylicisttransiisomerase
GPRKUUiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRNjSiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRMWSiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRXbXiiiitiGHWWiiiiiiiiiitiGlycosideihydrolaseifamilyiWW
GPRJJwiiiitiiiiiiiiiiiiiiiti[etaisubunitiofiqTPicitrateilyase
GPRXIbiiiitiqqWiiiiiiiiiiitiPredictediprotein
GPRXJOiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRJwIiiiitiiiiiiiiiiiiiiitiOPSiribosomaliproteiniSb
GPRROIiiiitiiiiiiiiiiiiiiitiRegulatoryiproteinicalmodulin
GPRGHbiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPR/wbiiiitiGHJiiiiiiiiiiitiGlycosideihydrolaseifamilyiJ
GPRJVUiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRLUUiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRQKPiiiitiiiiiiiiiiiiiiitiSuperoxideidismutasei[]utZn]
GPR]UIiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRqRIiiiitiiiiiiiiiiiiiiitiHspbPifamilyiproteinNimitochondrial
GPRRWUiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRHUwiiiitiiiiiiiiiiiiiiitiLihydrolipoylidehydrogenase
GPRRbUiiiitiiiiiiiiiiiiiiitiOPSiribosomaliproteiniSw
GPRGJIiiiitiiiiiiiiiiiiiiitiRibosomaliproteiniSINiSOifamily
GPRT[SiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRTSIiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRLJSiiiitiiiiiiiiiiiiiiitiqdenylateikinase
GPRX]OiiiitiiiiiiiiiiiiiiitiTranslationielongationifactoriwibeta
GPRJLPiiiitiiiiiiiiiiiiiiitiRibosomaliproteiniSWNiSbifamily
GPRLLbiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPR/bwiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPR[LJiiiitiiiiiiiiiiiiiiiti]rosstpathwayicontroliWLtrepeattcontainingiprotein
GPRMUJiiiitiiiiiiiiiiiiiiitiHspbPifamilyiprotein
GPRVwIiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRLqPiiiitiiiiiiiiiiiiiiitiOPSiribosomaliproteiniSS
GPR]PSiiiitiiiiiiiiiiiiiiitiGTPtbindinginucleariprotein
GPRXHbiiiitiiiiiiiiiiiiiiitiTranslationielongationifactoriJtlikeiprotein
GPRQJWiiiitiiiiiiiiiiiiiiitiTubulinibetaichain
GPRbRwiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRIRIiiiitiiiiiiiiiiiiiiitiqconitateihydrataseNimitochondrial
GPRLJwiiiitiGHwiiiiiiiiiiitiGlycosideihydrolaseifamilyiw
GPRKqJiiiitiiiiiiiiiiiiiiitiLtxyloseireductase
GPRqGXiiiitiiiiiiiiiiiiiiitiOPSiribosomaliproteiniSO
GPRLRSiiiitiiiiiiiiiiiiiiitiTransketolase
GPRHLJiiiitiiiiiiiiiiiiiiiti/ormateidehydrogenase
GPRKZbiiiitiiiiiiiiiiiiiiitiqldehydeidehydrogenase
GPRQ/IiiiitiiiiiiiiiiiiiiitiHistoneiHO
GPRKLWiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRTJPiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRNPWiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRIYwiiiitiGTJWiiiiiiiiiitiqlphatwNOiglucaniphosphorylase
GPRILIiiiitiiiiiiiiiiiiiiitiNeutraliproteaseiU
GPRMHSiiiitiiiiiiiiiiiiiiitiProteinidisulfidetisomerase
GPRJOOiiiitiiiiiiiiiiiiiiitiMalateidehydrogenase
GPRPKSiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRIJwiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRLUPiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRROPiiiitiGTXiiiiiiiiiiitiGlycosyltransferaseifamilyiX
GPRb/Xiiiitiiiiiiiiiiiiiiitiqcetyltcoenzymeiqisynthetase
GPRQXIiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRUwIiiiitiiiiiiiiiiiiiiitiMalateidehydrogenase
GPRQQJiiiitiiiiiiiiiiiiiiitiWoroninibodyimajoriprotein
GPRRJJiiiitiiiiiiiiiiiiiiitiRibosomaliproteiniLwb
GPRVSWiiiitiiiiiiiiiiiiiiitiRibosomaliproteiniLwSNiLwJifamily
GPR/SSiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRLSSiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRJVJiiiitiiiiiiiiiiiiiiitiRibosomaliproteiniSwONiSwwifamily
GPR[LPiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRITOiiiitiiiiiiiiiiiiiiitiHistoneiHU[
GPRqSOiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRqOWiiiitiiiiiiiiiiiiiiitijlongationifactoriU
GPRbSwiiiitiiiiiiiiiiiiiiitiUncharacterizediprotein
GPRqJIiiiiti][MOUFGHWOiiiitiGlycosideihydrolaseifamilyiWO
GPRjYJiiiitiGHSUiiiiiiiiiitiGlycosideihydrolaseifamilyiSU
GPRIOIiiiitiGHUXiiiiiiiiiitiGlycosideihydrolaseifamilyiUX
GPRQNIiiiitiGHJWiiiiiiiiiiti[etatgalactosidase
GPRIwwiiiitiGHIUiiiiiiiiiitiGlycosideihydrolaseifamilyiIU
GPRGMwiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRPLWiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRWJSiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRVObiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRRGXiiiitiGHwUiiiiiiiiiitiGlycosideihydrolaseifamilyiwU
GPRHPWiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRLWPiiiitiiiiiiiiiiiiiiitiqcidiphosphatasetlikeiprotein
GPRVVJiiiitiiiiiiiiiiiiiiitiqmidase
GPR[SbiiiitiGHW_WF][MwiiiitiGlycosideihydrolaseifamilyiW
GPRKHIiiiitiGHbF][MwiiiiiitiGlucanase
GPRJJPiiiitiiiiiiiiiiiiiiitiqlphaisubunitiofiqTPicitrateilyase
GPRjqPiiiitiqqbiiiiiiiiiiitiUncharacterizediprotein
GPRjMIiiiitiiiiiiiiiiiiiiitiPhospholipasei]
GPRW]WiiiitiGHJwiiiiiiiiiitiGlycosideihydrolaseifamilyiJw
GPRVKPiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPR/RJiiiiti]jwPiiiiiiiiiiti]arboxyliciesterihydrolase
GPRQSOiiiitiiiiiiiiiiiiiiitiLehyrdogenasepreductaseidomaintcontainingiprotein
GPRSQWiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRJJUiiiitiGHbUiiiiiiiiiitiwNJtbetatglucanosyltransferase
GPRQJXiiiitiiiiiiiiiiiiiiitiTransaldolase
GPR[qWiiiitiiiiiiiiiiiiiiitiJthydroxytJtmethylglutarylicoenzymeiqisynthase
GPRXjJiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRQWPiiiitiGHbUF][MOJiiiitiwNJtbetatglucanosyltransferase
GPRRKIiiiitiGHwbiiiiiiiiiitiGlycosideihydrolaseifamilyiwb
GPRTIPiiiitiiiiiiiiiiiiiiitiNont]atalyticimoduleifamilyiexpansin
GPRISbiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRIJXiiiitiiiiiiiiiiiiiiitiThiamineibiosynthesisitransporter
GPRHLUiiiitiGHXwiiiiiiiiiitiGlycosideihydrolaseifamilyiXw
GPRHVwiiiitiiiiiiiiiiiiiiitiPyruvateidecarboxylase
GPRXHwiiiitiGHbUF][MOJiiiitiwNJtbetatglucanosyltransferase
GPR[UJiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRL]PiiiitiGHwJUiiiiiiiiiti]elliwalliprotein
GPRPLbiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRIIIiiiitiqqbiiiiiiiiiiitiPredictediprotein
GPRIUIiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRXTPiiiitiiiiiiiiiiiiiiitiqspartateiprotease
GPRSTSiiiiti][MwF]jWiiiiiiti]arbohydrateiesteraseifamilyiW
GPRPbOiiiitiiiiiiiiiiiiiiitiPredictediprotein
GPRSTJiiiitiqqbiiiiiiiiiiitiPredictediprotein
GPRIObiiiitiGHwwiiiiiiiiiitijndotwNOtbetatxylanaseiw

Predicted
secreted Bagasse Birch Spruce Cellulose Glucose
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Fig S2 - Trichoderma reesei
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GTQJPKm_m:/MKVGHKLmmmmmmmmmmm_m/eta_xylanase
GTQ:JRm_mWWPV:/MKmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQPKRm_m:/MKVGHKKmmmmmmmmmmm_mEndo_KOI_beta_xylanase
GTQNNzm_mGHUmmmmmmmmmmmmmmmmm_mGlucanase
GTQWRPm_m:/MKVGHSmmmmmmmmmmmm_mGlucanase
GTQSSFm_m:/MKVGHUmmmmmmmmmmmm_mGlucanase
OUITILm_mWWR_KV:/MKmmmmmmmmmm_m:arbohydrate_bindingmmodulemfamilymKmprotein
GTQFXzm_mGHF_FV:/MKmmmmmmmmmm_mGlycosidemhydrolasemfamilymFmprotein
GTQLEIm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQKQLm_mGHKTmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymKTmprotein
GTQEKIm_mmmmmmmmmmmmmmmmmmmmm_m:atalase
GTQNTLm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQHRUm_mGHUIVGHUIVGHUIVGHUIm_mGlycosidemhydrolasemfamilymUImprotein
GTQPPzm_mGHSmmmmmmmmmmmmmmmmm_mGlucanase
GTQIzIm_m:/MKmmmmmmmmmmmmmmmm_m:arbohydrate_bindingmmodulemfamilymKmprotein
GTQPFUm_mWWPV:/MKmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQ:SIm_m:/MKVGHUmmmmmmmmmmmm_mEndoglucanasemUa
GTQNKRm_mGHKRKV:/MKmmmmmmmmmm_m:arbohydrate_bindingmmodulemfamilymKmprotein
GTQQLPm_mGHIR_RSmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQFLRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQIHUm_mGHTSV:/MRFmmmmmmmmmm_mGlycosidemhydrolasemfamilymTSmprotein
GTQJTUm_m:EKSmmmmmmmmmmmmmmmm_mWcetylesterase
GTQHUPm_mPLK_Ummmmmmmmmmmmmmm_mPolysaccharidemlyasemfamilymKmprotein
GTQRGPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQXTPm_m:EKmmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymKmprotein
GTQJRFm_mmmmmmmmmmmmmmmmmmmmm_mWldosemepimerase_likemprotein
GTQIMLm_m:/MKVWWPmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQPTRm_m:/MKVWWPmmmmmmmmmmmm_mPolysaccharidemmonooxygenasem:elSKa
GTQIzTm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQXXIm_mGHKzmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymKzmprotein
GTQWPTm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQLVIm_mGHSTV:/MKmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSTmprotein
GTQISSm_mGHKKmmmmmmmmmmmmmmmm_mEndo_KOI_beta_xylanase
GTQJPIm_m:EFV:/MKmmmmmmmmmmmm_m:arbohydratemesterasemfamilymFmprotein
GTQGJSm_mGHKTFmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQGPIm_mWWRmmmmmmmmmmmmmmmmm_mGM:moxidoreductase_likemprotein
GTQM:Sm_mmmmmmmmmmmmmmmmmmmmm_m:ellobiosemdehydrogenase_likemprotein
GTQJTLm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQXXPm_mGHIR_TIV:/MRFmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQFGUm_mPLI_Kmmmmmmmmmmmmmmm_mRhamnogalacturonatemlyase
GTPZJTm_mWWR_Tmmmmmmmmmmmmmmm_mGM:moxidoreductase_likemprotein
GTQRWTm_mGHFRmmmmmmmmmmmmmmmm_mWrabinogalactanmendo_beta_KOI_galactanase
GTQGNSm_mGHKLmmmmmmmmmmmmmmmm_m/eta_xylanase
GTQLXKm_mGHKSmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymKSmprotein
GTQXNTm_mGHRmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymRmprotein
GTQWKKm_mGHRL_Fmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymRLmprotein
GTQUWFm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQ:KKm_mmmmmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymKUmprotein
GTQMTUm_mGHRmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymRmprotein
GTQHLIm_mGHIUmmmmmmmmmmmmmmmm_malpha_KOT_Mannosidase
GTQIPIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPSLm_m:/MTLVGHKFmmmmmmmmmm_mGlycosidemhydrolasemfamilymKFmprotein
GTQRRFm_mWWF_Kmmmmmmmmmmmmmmm_mGlyoxalmoxidasemlikemprotein
GTQPTFm_mmmmmmmmmmmmmmmmmmmmm_mSerinemprotease
GTQUKIm_mmmmmmmmmmmmmmmmmmmmm_mSuperoxidemdismutasem[:u_Zn]
GTQWXKm_mGHUTV:/MIRmmmmmmmmmm_mKOR_beta_glucanosyltransferase
GTQKYzm_mmmmmmmmmmmmmmmmmmmmm_mIntradiolmring_cleavagemdioxygenase_likemprotein
GTQGLIm_mmmmmmmmmmmmmmmmmmmmm_mProtease
GTQXKRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPRPm_mGHF_Ummmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymFmprotein
GTQ:KLm_mmmmmmmmmmmmmmmmmmmmm_mPhospholipasem:_likemprotein
GTQLJRm_mmmmmmmmmmmmmmmmmmmmm_m:arbohydrate_bindingmWS:mdomainmprotein
GTQEUKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQIKPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQFYIm_mWWR_Kmmmmmmmmmmmmmmm_m:ellobiosemdehydrogenase
GTQGWKm_mGHUmmmmmmmmmmmmmmmmm_mGlucanase
GTQ:JPm_mGHTFmmmmmmmmmmmmmmmm_mLysozyme
GTQW/Fm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQIMIm_mGHFFmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymFFmprotein
GTQFKKm_mGHIR_TSmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQGUIm_mPLR_Tmmmmmmmmmmmmmmm_mPolysaccharidemlyasemfamilymRmprotein
GTQFYPm_mmmmmmmmmmmmmmmmmmmmm_mPectinmlyase_likemprotein
GTQJTTm_mGHUPmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymUPmprotein
GTQFSFm_m:EKLmmmmmmmmmmmmmmmm_m:arboxylicmestermhydrolase
GTQHQPm_mGHIR_TKmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQXIFm_mGHPFmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymPFmprotein
GTQFQSm_mGHPRmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymPRmprotein
GTQ::zm_mGHIR_RSmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQLXLm_m:Ezmmmmmmmmmmmmmmmmm_mPectinesterase
GTQKKFm_mPLK_Ummmmmmmmmmmmmmm_mPolysaccharidemlyasemfamilymKmprotein
GTQJQSm_mGHSTmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSTmprotein
GTQzYzm_m:EKmmmmmmmmmmmmmmmmm_mFerulicmacidmesterase
GTQJPTm_mmmmmmmmmmmmmmmmmmmmm_mPeptidemhydrolase
GTQUXLm_mmmmmmmmmmmmmmmmmmmmm_mMyo_inositol_K_phosphatemsynthase
GTQPTSm_mmmmmmmmmmmmmmmmmmmmm_mFumaratemreductaseDsuccinatemdehydrogenasemflavomprotein_likemprotein
GTQTZKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQQWRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQJURm_mmmmmmmmmmmmmmmmmmmmm_mWlcoholmdehydrogenase_likemprotein
GTQzRzm_mmmmmmmmmmmmmmmmmmmmm_mPectinmlyase_likemprotein
GTQzIzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQWYTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQzNTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ:NFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQFFLm_mPLTSmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPKUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/ULm_m:EKLmmmmmmmmmmmmmmmm_m:arboxylicmestermhydrolase
GTQTNLm_m:ERmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQITIm_mmmmmmmmmmmmmmmmmmmmm_mWcetyl_:oWm:_acetyltransferase
GTQNKFm_mGHKLPmmmmmmmmmmmmmmm_mNWXPkX_xylosemdehydrogenase
GTPZUzm_mmmmmmmmmmmmmmmmmmmmm_mSLSmacidicmribosomalmproteinmPL
GTPZQRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPXTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/VTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQIRPm_mmmmmmmmmmmmmmmmmmmmm_mWconitatemhydrataseOmmitochondrial
GTQPTRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQRLIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQSTIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPUIm_mmmmmmmmmmmmmmmmmmmmm_mILSmribosomalmproteinmSK
GTQMHRm_m:EKTmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymKTmprotein
GTQNRKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQJRSm_m:EKFmmmmmmmmmmmmmmmm_mI_O_methyl_glucuronoylmmethylesterase
GTQGSzm_mGHTmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymTmprotein
GTQGISm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQWPSm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHTFm_mmmmmmmmmmmmmmmmmmmmm_mTubulinmbetamchain
GTQKNIm_mGHRL_Ummmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymRLmprotein
GTQ/TKm_mWWTVWWTmmmmmmmmmmmmm_m:atalase_peroxidase
GTQLFUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/HKm_mmmmmmmmmmmmmmmmmmmmm_mRan_specificmGTPase_activatingmproteinmK_likemprotein
GTQGFPm_mmmmmmmmmmmmmmmmmmmmm_mILSmribosomalmproteinmSU
GTQSKLm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQQUSm_mmmmmmmmmmmmmmmmmmmmm_mWcetyl_coenzymemWmsynthetase
GTQHVPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQJQIm_mGHKKFmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymKKFmprotein
GTQJESm_mGHSUmmmmmmmmmmmmmmmm_mWlpha_glucuronidase
GTQWXLm_mmmmmmmmmmmmmmmmmmmmm_mNitroreductase_likemprotein
GTQNSPm_mWWzmmmmmmmmmmmmmmmmm_m:ellobiosemdehydrogenase
GTQTFUm_mWWPmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymSKmprotein
GTQNIKm_mGHKKmmmmmmmmmmmmmmmm_mEndo_KOI_beta_xylanase
GTQF:Sm_mmmmmmmmmmmmmmmmmmmmm_mSLSmribosomalmproteinmLKR
GTQQHIm_mmmmmmmmmmmmmmmmmmmmm_mHistonemHI
GTQRRIm_mmmmmmmmmmmmmmmmmmmmm_mGTP_bindingmnuclearmprotein
GTQ:NPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQNQFm_mmmmmmmmmmmmmmmmmmmmm_mWcyltransferase
GTQHVzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQIVIm_mmmmmmmmmmmmmmmmmmmmm_mSugarmtransporter_likemprotein
GTQRJIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTPZVPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQFUIm_mmmmmmmmmmmmmmmmmmmmm_mRabmGXPmdissociationminhibitor
GTQTQIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/UKm_mmmmmmmmmmmmmmmmmmmmm_mFormatemdehydrogenase
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GTQUVKm_mmmmmmmmmmmmmmmmmmmmm_mTransketolase
GTQNHLm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQS/Km_mmmmmmmmmmmmmmmmmmmmm_mSugarmtransporter
GTQHRUm_mmmmmmmmmmmmmmmmmmmmm_mPolyketidemsynthase
GTQIRIm_mGHKKmmmmmmmmmmmmmmmm_mEndo_KOI_beta_xylanase
GTQQXUm_mmmmmmmmmmmmmmmmmmmmm_mWTPmsynthasemsubunitmbeta
GTQG/Lm_m:ERmmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymRmprotein
GTQNZPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQRGLm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQGWFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQLSPm_mmmmmmmmmmmmmmmmmmmmm_mWldoDketomreductase_likemprotein
GTQGXPm_m:EImmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymImprotein
GTQX/Pm_mGHKKmmmmmmmmmmmmmmmm_mEndo_KOI_beta_xylanase
GTQXzKm_mmmmmmmmmmmmmmmmmmmmm_mMalatemdehydrogenase
GTQFVUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQWNFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTPZWFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHPFm_mGHKSmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymKSmprotein
GTQHMzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/STm_mmmmmmmmmmmmmmmmmmmmm_mRibosomalmprotein
GTQ/YRm_mmmmmmmmmmmmmmmmmmmmm_mSLSmribosomalmproteinmLT_likemprotein
GTQ/Wzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKMIm_mWWR_Tmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQMPUm_mGHIR_Kmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQP:Um_mmmmmmmmmmmmmmmmmmmmm_mILSmribosomalmproteinmSL
GTQJXLm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTPZJSm_mmmmmmmmmmmmmmmmmmmmm_mFWXmdependentmoxidoreductase_likemprotein
GTQNLKm_mmmmmmmmmmmmmmmmmmmmm_m:itratemsynthase
GTQQFLm_mmmmmmmmmmmmmmmmmmmmm_mILSmribosomalmproteinmSz
GTQFzSm_mmmmmmmmmmmmmmmmmmmmm_mEukaryoticmtranslationminitiationmfactormFW
GTQKRSm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQXPRm_mGHKmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymKmprotein
GTQHRSm_mmmmmmmmmmmmmmmmmmmmm_mTransferase_likemprotein
GTQXZLm_mGHIR_KKmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQUZTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQRMPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHKzm_mmmmmmmmmmmmmmmmmmmmm_mR_hydroxy_R_methylglutarylmcoenzymemWmsynthase
GTQLXRm_mmmmmmmmmmmmmmmmmmmmm_mTyrosinase_likemprotein
GTQLTFm_mmmmmmmmmmmmmmmmmmmmm_mILSmribosomalmproteinmSI
GTQWWFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQMSIm_mmmmmmmmmmmmmmmmmmmmm_mSecretorymphospholipasemWT
GTQIzRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQP:Rm_mmmmmmmmmmmmmmmmmmmmm_mNucleosomemassemblymprotein_likemprotein
GTQTTSm_mmmmmmmmmmmmmmmmmmmmm_mSLSmribosomalmproteinmLS
GTQLXzm_mmmmmmmmmmmmmmmmmmmmm_mPhosphoglyceratemkinase
GTQGLUm_mGHKLmmmmmmmmmmmmmmmm_m/eta_xylanase
GTQM/Im_m:EKmmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymKmprotein
GTQR/Sm_m:ERmmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymRmprotein
GTQJTSm_mGHPRmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymPRmprotein
GTQJMFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQWJSm_mGHIR_KImmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIRmprotein
GTQzYUm_m:EKmmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymKmprotein
GTQQHRm_mmmmmmmmmmmmmmmmmmmmm_mHistonemHR
GTQTLLm_mmmmmmmmmmmmmmmmmmmmm_mGlucose_S_phosphatemisomerase
GTQQFTm_mmmmmmmmmmmmmmmmmmmmm_mILSmribosomalmproteinmSS
GTQRLRm_mGHFKmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymFKmprotein
GTQNUzm_mmmmmmmmmmmmmmmmmmmmm_mWlpha_galactosidase
GTQNzSm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQSNUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQJIKm_mGTImmmmmmmmmmmmmmmmm_mGlycosyltransferasemfamilymImprotein
GTQJYIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQNHTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/FPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQQzKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPXIm_mmmmmmmmmmmmmmmmmmmmm_mSLSmribosomalmproteinmLTU
GTQzYRm_mmmmmmmmmmmmmmmmmmmmm_mIntradiolmring_cleavagemdioxygenase_likemprotein
GTQXZTm_mWWR_Tmmmmmmmmmmmmmmm_mGM:moxidoreductase_likemprotein
GTPZMLm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQJWTm_mWWKTmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/UUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQQ/Um_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPPIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQTFIm_mmmmmmmmmmmmmmmmmmmmm_mPeptidyl_prolylmcis_transmisomerase
GTQTSIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHYSm_mmmmmmmmmmmmmmmmmmmmm_mHistonemHTW
GTQ:WTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKYFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQNFTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQREKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQTKKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQRUTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHRFm_mmmmmmmmmmmmmmmmmmmmm_mGeneralmsubstratemtransporter
GTQFKLm_mGHIR_Smmmmmmmmmmmmmm_mWrabinanmendo_KOF_alpha_L_arabinosidase
GTQMEIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQUKSm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQSFLm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQLUzm_mmmmmmmmmmmmmmmmmmmmm_mTubulinmalphamchain
GTQKLTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHRPm_mmmmmmmmmmmmmmmmmmmmm_mEpimeraseDhydratase
GTQUEzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKLzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHXIm_mmmmmmmmmmmmmmmmmmmmm_mGlucose_regulatedmprotein
GTQSGPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQWZKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQP/Tm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKTPm_mmmmmmmmmmmmmmmmmmmmm_mElongationmfactormK_alpha
GTQXEPm_mmmmmmmmmmmmmmmmmmmmm_mMalatemdehydrogenase
GTPZXTm_mmmmmmmmmmmmmmmmmmmmm_mProteinmdisulfide_isomerase
GTQFUUm_mmmmmmmmmmmmmmmmmmmmm_mWTPmsynthasemsubunitmalpha
GTQzUPm_mmmmmmmmmmmmmmmmmmmmm_mNucleosidemdiphosphatemkinase
GTQPQzm_mmmmmmmmmmmmmmmmmmmmm_mGlyceraldehyde_R_phosphatemdehydrogenase
GTQ/JTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQUQFm_mmmmmmmmmmmmmmmmmmmmm_mWctin_likemprotein
GTQz/zm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQUKSm_mmmmmmmmmmmmmmmmmmmmm_mTransaldolase
GTQzMIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQHYUm_mmmmmmmmmmmmmmmmmmmmm_mHistonemHT/
GTQKLIm_mmmmmmmmmmmmmmmmmmmmm_mS_phosphogluconatemdehydrogenaseOmdecarboxylating
GTQWNSm_mmmmmmmmmmmmmmmmmmmmm_mPeptidylprolylmisomerase
GTQNLIm_mmmmmmmmmmmmmmmmmmmmm_mPlasmammembranemWTPase
GTQIFPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQXQPm_mWWUmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQTzzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ:LLm_m:/MFTmmmmmmmmmmmmmmm_m:arbohydrate_bindingmmodulemfamilymFTmprotein
GTQNPIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQIFSm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQEZUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQLSFm_mmmmmmmmmmmmmmmmmmmmm_mProteinmtransportmproteinmSecSKmsubunitmbeta
GTQTLKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ:Tzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQFPKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/MFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPWzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKUzm_mmmmmmmmmmmmmmmmmmmmm_mWsparticmprotease
GTQKTKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQTJSm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQNLTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKQIm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQNITm_mmmmmmmmmmmmmmmmmmmmm_mRhodopsin_likemprotein
GTQ:XTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ:/Sm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKEzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQXRLm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQKWUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/SUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQLHRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQNPRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQRWzm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQzVKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQIPRm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQMPKm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQLFKm_mWWUmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQW:Lm_mGHKRFmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQMWTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQGGFm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ/ZTm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQFTUm_mGHF_Fmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymFmprotein
GTQXILm_mGHRKmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymRKmprotein
GTQPHUm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQPPzm_mmmmmmmmmmmmmmmmmmmmm_mPeptidase_likemprotein
GTQMPFm_mGHUKV:/MTImmmmmmmmmm_mGlycosidemhydrolasemfamilymUKmprotein
GTQWTPm_mmmmmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQU/Pm_mGHUTmmmmmmmmmmmmmmmm_mKOR_beta_glucanosyltransferase
GTQSFIm_mWWUmmmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQGIzm_mWWUmmmmmmmmmmmmmmmmm_mFWXmlinkedmoxidase_likemprotein
GTQFVzm_mGHKRKmmmmmmmmmmmmmmm_mUncharacterizedmprotein
GTQ:Tzm_mGHFFmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymFFmprotein
GTQ:/Pm_m:EKLmmmmmmmmmmmmmmmm_m:arboxylicmestermhydrolase
GTQLYLm_mGHIFmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymIFmprotein
GTQFIzm_mGHFFmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymFFmprotein
GTQHMKm_mGHzKVGHzKmmmmmmmmmmm_mGlycosidemhydrolasemfamilymzKmprotein
GTQILPm_mGHTmmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymTmprotein
GTQTLSm_mGHTLmmmmmmmmmmmmmmmm_m/eta_hexosaminidase
GTQGFLm_mPLK_Immmmmmmmmmmmmmm_mPolysaccharidemlyasemfamilymKmprotein
GTQLYPm_m:ERmmmmmmmmmmmmmmmmm_m:arbohydratemesterasemfamilymRmprotein
GTQFGSm_mmmmmmmmmmmmmmmmmmmmm_mPeptidemhydrolase
GTQNTRm_mmmmmmmmmmmmmmmmmmmmm_mPeptidemhydrolase
GTQWERm_mGHRKmmmmmmmmmmmmmmmm_mGlycosidemhydrolasemfamilymRKmprotein



QPK;VbNFNGHmNNNNNNNNFNGlucanase

QDS888NFNGHPmNNNNNNNFNCellNwallNglucanosyltransferaseNMwgP

QPK;]8NFNNNNNNNNNNNNFNNonFanchoredNcellNwallNproteinNP

QDRYB0NFNNNNNNNNNNNNFNUncharacterizedNprotein

QPKmD_NFNNNNNNNNNNNNFNClockNcontrolledNproteinNCCGFP0

QDS;Q;NFNNNNNNNNNNNNFNUncharacterizedNprotein

QDSCFmNFNNNNNNNNNNNNFNEndothiapepsin

V;IN;8NFNNNNNNNNNNNNFN]TPNcitrateNlyase

QDSPWDNFNGH;0NNNNNNNFN]lphaFNFarabinofuranosidase

P;0PPWNFNNNNNNNNNNNNFNGlyceraldehydeFbFphosphateNdehydrogenase

QPKmSmNFNNNNNNNNNNNNFNClockFcontrolledNgeneFP;

PP0WT0NFNCBM8TLGHP;NFNGlucoamylase

QDS]P_NFN]]_NNNNNNNNFNEndoglucanaseNIV

QDRYC;NFNNNNNNNNNNNNFNUncharacterizedNprotein

QDSbR;NFNGHbNNNNNNNNFNBetaFDFglucosideNglucohydrolase

QDRWNDNFNCBMPL]]_NNNFNEndoglucanaseNII

QPKWBmNFN]]_NNNNNNNNFNEndoglucanaseNII

QDS0b_NFN]]_LCBMPNNNFNEndoglucanaseNII

QDSDRPNFNGH;_;LCBMPNFNEndoglucanaseNgh;FP

QDS]8bNFNCBMPLGHDNNNFNExoglucanaseNP

QDSbPWNFNGHPTNNNNNNNFNBetaFxylanase

QDSTYTNFNGHPTNNNNNNNFNBetaFxylanase

QDS0P8NFNGH;PNNNNNNNFN]lphaFLFarabinofuranosidaseN8

QPKmQ;NFNCBMPLGHmNNNFNGlucanase

QPK;SWNFNGHPPLCBMPNNFNEndoFPk0FbetaFxylanase

QDSE0TNFNNNNNNNNNNNNFNTransaldolase

QDS8LmNFNNNNNNNNNNNNFN]CWFD

F;HBN0NFNNNNNNNNNNNNFNThioredoxinNII

QPKmPPNFNNNNNNNNNNNNFNUncharacterizedNprotein

QDSHIWNFN]]_LCBMPNNNFNEndoglucanaseNII

QDSHYTNFNNNNNNNNNNNNFNSerineNproteaseNp8

QPK;PmNFNNNNNNNNNNNNFNMethionineNsynthase

V;ILTPNFNNNNNNNNNNNNFNUncharacterizedNprotein

QDS_WTNFNNNNNNNNNNNNFNUncharacterizedNprotein

QDS;;mNFNPL8TNNNNNNNFNGlucuronanNlyaseN]

QDSGEbNFNNNNNNNNNNNNFNmTSNacidicNribosomalNproteinNP8

PmPW;_NFNNNNNNNNNNNNFNCalmodulin

P;b000NFNNNNNNNNNNNNFNFructoseFbisphosphateNaldolase

QDSDmDNFNNNNNNNNNNNNFNXyloseNreductase

QDSPDmNFNNNNNNNNNNNNFNMalateNdehydrogenase

QDSCJ_NFNNNNNNNNNNNNFNPhosphoglucomutaseN8

QDRVW;NFNNNNNNNNNNNNFNEnolase

PWDPT8NFNNNNNNNNNNNNFNNuclearNtransportNfactorN8

P88P;PNFNNNNNNNNNNNNFNGlucoseFrepressibleNgeneNprotein

PTD;T_NFNNNNNNNNNNNNFNSuperoxideNdismutaseN[CuFZn]

Predicted
secreted Bagasse Birch Spruce Cellulose Glucose

Fig S4 - Neurospora crassa -5 100 5
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_qw_fw/__qbEbCBMf;GHwbbbbbbbEbGlycosidebHydrolasebFamilybwbprotein
_qw_fq/N'NbEbCBMf;GHqbbbbbbbEbexoEcellobiohydrolasebIbprecursor
_qw_fw_qYNbEbGHq;CBMfbbbbbbbEbcellulase
_qw_fw'NfYbEbAALbbbbbbbbbbbbEbCellobiosebdehydrogenase

_qw_fwNY/_bEbGH_LbbbbbbbbbbbEbendoEpolygalacturonasebPGf
_qw_fwYNN'bEbGHfwbbbbbbbbbbbEbendoEbetaEglucanase
_qw_fq/LqSbEbGHYYbbbbbbbbbbbEbglucanbfUSEbetaEglucosidase
_qw_fwfYSYbEbbbbbbbbbbbbbbbbEbDUFfq'SEdomainEcontainingbprotein
_qw_fq_wYLbEbbbbbbbbbbbbbbbbEbasparticbprotease
_qw_fwq//_bEbCBM_/;GHfYbbbbbEbGlycosidebHydrolasebFamilybfY
_qw_fwNq/fbEbGHYfbbbbbbbbbbbEbglycosidebhydrolase

_qw_fwqLwqbEbGHS/bbbbbbbbbbbEbglycosidebhydrolase
_qw_fq/_L_bEbCEfbbbbbbbbbbbbEbacetylbxylanbesterase
_qw_fw'N'_bEbGHf_bbbbbbbbbbbEbconcanavalinbAElikeblectinkglucanase
_qw_fwY'qwbEbAA'bbbbbbbbbbbbEbglycosidebhydrolasebfamilybwfbproteinbD
_qw_fwYYNSbEbCBMf;GHffbbbbbbEbendoEfUNEBExylanasebB
_qw_fwq_S_bEbGHfSfbbbbbbbbbbEbcarbohydrateEbindingbmodulebfamilybfbprotein
_qw_fwwN/'bEbGHY_Y;CBMfbbbbbEbGlycosidebHydrolasebFamilybYbprotein

_qw_fwY'__bEbAA';CBMfbbbbbbbEbhypotheticalbprotein
_qw_fqfqYLbEbCBMf;GHY_qbbbbbEbGlycosidebHydrolasebFamilybYbprotein
_qw_fwNwfwbEbCBMfbbbbbbbbbbbEbCarbohydrateEBindingbModulebFamilybfbprotein
_qw_fwYSS_bEbCBMfbbbbbbbbbbbEbCarbohydrateEBindingbModulebFamilybfbprotein
_qw_fq/q_qbEbAA_bbbbbbbbbbbbEbClassbIIbperoxidase
_qw_fwY_L/bEbAAY_fbbbbbbbbbbEbCopperbradicalboxidase
_qw_fq_/NYbEbGHS/_SbbbbbbbbbEbGlycosidebhydrolase
_qw_fqfLLLbEbAA_bbbbbbbbbbbbEbClassbIIbperoxidase

_qw_fwLNf/bEbGHf/bbbbbbbbbbbEbendoEfUNEbetabxylanase
_qw_fq_/w'bEbbbbbbbbbbbbbbbbEbalphakbetaEHydrolase
_qw_fwqqN/bEbbbbbbbbbbbbbbbbEbSGNHbhydrolase
_qw_fwq/__bEbGHY_q;CBMfbbbbbEbGlycosidebHydrolasebFamilybYbprotein
_qw_fq_qL'bEbGHSYbbbbbbbbbbbEbGlycosidebHydrolasebFamilybSYbprotein
_qw_fw'Y_/bEbbbbbbbbbbbbbbbbEbputativebisomerasebYbhE
_qw_fwY'qLbEbAA'bbbbbbbbbbbbEbhypotheticalbprotein

_qw_fq//N/bEbCEf/bbbbbbbbbbbEbalphakbetaEhydrolase
_qw_fq/NYLbEbbbbbbbbbbbbbbbbEbcalciumEdependentbphosphotriesterase
_qw_fww/w'bEbAA_bbbbbbbbbbbbEbClassbIIbperoxidase
_qw_fwS_'qbEbbbbbbbbbbbbbbbbEbhypotheticalbprotein
_qw_fw'/Y_bEbCEfYbbbbbbbbbbbEbCarbohydratebEsterasebFamilybfYbprotein
_qw_fwLfY'bEbGHSfbbbbbbbbbbbEbglycosidebhydrolasebfamilybSfbprotein
_qw_fw'_N/bEbCBMf;GHSbbbbbbbEbbetaEglucosidase
_qw_fw_NNLbEbbbbbbbbbbbbbbbbEblipase

_qw_fw'/'SbEbGHY_Y;CBMfbbbbbEbGlycosidebHydrolasebFamilybYbprotein
_qw_fwN/Y_bEbGHqN;GHqN;GHqNbEbGlycosidebHydrolasebFamilybqNbprotein
_qw_fwN_qqbEbCBMf;AA'bbbbbbbEbcelluloseEgrowthEspecificbprotein
_qw_fwLNLNbEbAA';CBMfbbbbbbbEbhypotheticalbprotein
_qw_fwSfwqbEbGH'_bbbbbbbbbbbEbglycosidebhydrolasebfamilyb'_bprotein
_qw_fq/NfqbEbCBMf;GH_LbbbbbbEbGlycosidebHydrolasebFamilyb_L
_qw_fw'NfqbEbGHfL;CBMYbbbbbbEbGlycosidebHydrolasebFamilybfL

_qw_fwNSf_bEbAA';CBMfbbbbbbbEbfamilybwfbendoglucanase
_qw_fw/'__bEbGHSbbbbbbbbbbbbEbGlycosidebhydrolase
_qw_fwLq_fbEbGHqN;CBMf;GHqN;GHqNbEbfamilybqNbglycosidebhydrolase
_qw_fq/wNLbEbGHfwbbbbbbbbbbbEbGlycosidebHydrolasebFamilybfwbprotein
_qw_fww_/fbEbCEf/bbbbbbbbbbbEbcarboxylesterasebfrombcarbohydratebesterase
_qw_fwSL'fbEbCBMf;GHf/bbbbbbEbGlycosidebHydrolasebFamilybf/bprotein
_qw_fqfq/'bEbCBMf;CEfYbbbbbbEbCarbohydratebEsterasebFamilybfYbprotein

_qw_fw'N'wbEbGHf/;CBMfbbbbbbEbGlycosidebHydrolasebFamilybf/bprotein
_qw_fwfYfYbEbAA'bbbbbbbbbbbbEbhypotheticalbprotein
_qw_fwLwN'bEbAA_bbbbbbbbbbbbEbClassbIIbperoxidase
_qw_fqfL'SbEbAA_bbbbbbbbbbbbEbClassbIIbperoxidase
_qw_fwf/LYbEbbbbbbbbbbbbbbbbEbActinbf
_qw_fwYq/fbEbbbbbbbbbbbbbbbbEbexpressedbprotein
_qw_fqfYwNbEbbbbbbbbbbbbbbbbEbAcidbprotease
_qw_fwqw/wbEbAA_bbbbbbbbbbbbEbClassbIIbperoxidase

_qw_fqf_''bEbbbbbbbbbbbbbbbbEbNADEdependentbformatebdehydrogenase
_qw_fw_N'qbEbbbbbbbbbbbbbbbbEbSubtilisinElikebprotein
_qw_fwS_SNbEbbbbbbbbbbbbbbbbEbasparticbproteinasebprecursor
_qw_fwL/_wbEbAA'bbbbbbbbbbbbEbexpressedbprotein
_qw_fq/Lf'bEbbbbbbbbbbbbbbbbEbfamilybSYSbprotease
_qw_fqfN/wbEbCELbbbbbbbbbbbbEbCarbohydratebEsterasebFamilybLbprotein
_qw_fwSffNbEbbbbbbbbbbbbbbbbEbhypotheticalbprotein

_qw_fwfYYqbEbbbbbbbbbbbbbbbbEbtripeptidylbpeptidasebA
_qw_fwNf'wbEbbbbbbbbbbbbbbbbEbhypotheticalbprotein
_qw_fw/f_LbEbCEfwbbbbbbbbbbbEbCarbohydratebEsterasebFamilybfwbprotein
_qw_fw//'NbEbCEf/bbbbbbbbbbbEbalphakbetaEhydrolase
_qw_fq/SLSbEbbbbbbbbbbbbbbbbEbaldehydebdehydrogenase
_qw_fw''L_bEbAAf_bbbbbbbbbbbEbSolublebquinoproteinbglucosebdehydrogenase
_qw_fqfYwwbEbbbbbbbbbbbbbbbbEbacidbprotease
_qw_fw'YLYbEbAAY_fbbbbbbbbbbEbCopperbradicalboxidase

_qw_fq/SfSbEbbbbbbbbbbbbbbbbEbacidbprotease
_qw_fwwY'NbEbAAS_SbbbbbbbbbbEbalcoholboxidase
_qw_fw'q_'bEbbbbbbbbbbbbbbbbEbPEBPElikebprotein
_qw_fwYw/YbEbbbbbbbbbbbbbbbbEbsubtilisinElikebprotease
_qw_fw//f_bEbGHfS_fbbbbbbbbbEbalphaEamylase
_qw_fwSwS_bEbCEfw;CBMfbbbbbbEbCarbohydratebEsterasebFamilybfwbprotein
_qw_fwNYwSbEbCEf/bbbbbbbbbbbEbalphakbetaEhydrolase

_qw_fwwwY'bEbGHf/;CBMfbbbbbbEbGlycosidebHydrolasebFamilybf/bprotein
_qw_fwqYLNbEbGHffYbbbbbbbbbbEbGlycosidebHydrolasebFamilybffYbprotein
_qw_fwqwN/bEbbbbbbbbbbbbbbbbEbhypotheticalbprotein
_qw_fw'Yw/bEbGH'YbbbbbbbbbbbEbglycosidebhydrolasebfamilyb'Ybprotein
_qw_fqfNY_bEbGH_/bbbbbbbbbbbEbGlycosidebHydrolasebFamilyb_/bprotein
_qw_fq_YNfbEbGHSbbbbbbbbbbbbEbglycosidebhydrolasebfamilybSbprotein
_qw_fwL'_'bEbGHY_qbbbbbbbbbbEbglycosidebhydrolase

_qw_fwNYfNbEbGH_LbbbbbbbbbbbEbGlycosidebHydrolasebFamilyb_Lbprotein
_qw_fw_/Y/bEbGHf/YbbbbbbbbbbEbSixEhairpinbglycosidase
_qw_fwfwLLbEbGHf_YbbbbbbbbbbEbGlycosidebHydrolasebFamilybf_Ybprotein
_qw_fq/N/SbEbGHf/bbbbbbbbbbbEbGlycosidebhydrolase
_qw_fqfNqfbEbGHSqbbbbbbbbbbbEbglycosidebhydrolase
_qw_fw/Yf/bEbGHNS__N;CBMSYbbEbgalactanbfUSEbetaEgalactosidase
_qw_fwwf'_bEbGHNqbbbbbbbbbbbEbGlycosidebHydrolasebFamilybNqbprotein
_qw_fwf_/fbEbGHq;CBMfbbbbbbbEbexoEcellobiohydrolasebIbprecursor

_qw_fw'__qbEbGH_qbbbbbbbbbbbEbalphaEgalactosidase
_qw_fw'NwqbEbbbbbbbbbbbbbbbbEbhypotheticalbprotein
_qw_fq__Y/bEbGH_bbbbbbbbbbbbEbglycosidebhydrolasebfamilyb_bprotein
_qw_fwLNL_bEbCBMf;AA'bbbbbbbEbhypotheticalbprotein
_qw_fwq/_qbEbCEf;CBMfbbbbbbbEbalphakbetaEHydrolase
_qw_fwSL_qbEbbbbbbbbbbbbbbbbEbgalactosebmutarotaseElikebprotein
_qw_fwSNfSbEbGHfLbbbbbbbbbbbEbglycosidebhydrolase

_qw_fw_'NqbEbbbbbbbbbbbbbbbbEbhypotheticalbprotein
_qw_fwS''SbEbGHfLbbbbbbbbbbbEbGlycosidebhydrolase
_qw_fwYq'/bEbGHNS_YbbbbbbbbbEbarabinanase
_qw_fw_YYLbEbGHfLbbbbbbbbbbbEbglycosidebhydrolase
_qw_fwLf/_bEbCELbbbbbbbbbbbbEbCarbohydratebEsterasebFamilybLbprotein
_qw_fqf__wbEbGHq'bbbbbbbbbbbEbGlycosidebHydrolasebFamilybq'bprotein
_qw_fwqw__bEbCE_bbbbbbbbbbbbEbhypotheticalbprotein
_qw_fwL/w'bEbGHqLbbbbbbbbbbbEbGlycosidebHydrolasebFamilybqLbprotein

_qw_fww_'NbEbCEf/bbbbbbbbbbbEbcarboxylesterase
_qw_fwwS_fbEbGH_LbbbbbbbbbbbEbGlycosidebHydrolasebFamilyb_Lbprotein
_qw_fwY/_SbEbGHq'bbbbbbbbbbbEbGlycosidebHydrolasebFamilybq'bprotein
_qw_fY'L//bEbGHLLbbbbbbbbbbbEbglycosidebhydrolasebfamilybLLbprotein
_qw_fw'L'wbEbbbbbbbbbbbbbbbbEbpeptidylELysbmetalloendopeptidase
_qw_fwY'q'bEbAA'bbbbbbbbbbbbEbhypotheticalbprotein
_qw_fw'fNLbEbCBMY;GHfL;CBMYbEbclassbIIIbchitinase

_qw_fY'w__bEbGHSfbbbbbbbbbbbEbalphaEglucosidase
_qw_fq/f'SbEbbbbbbbbbbbbbbbbEbfamilybAfbprotease
_qw_fq_fSwbEbbbbbbbbbbbbbbbbEbnucleasebLef
_qw_fwN__/bEbbbbbbbbbbbbbbbbEbacidbproteinase
_qw_fw'Nq_bEbbbbbbbbbbbbbbbbEbustilagobSphaerogenabribonucleasebU_bcomplexedbwithbadenosineb_gEMonophosphate
_qw_fwNf'_bEbbbbbbbbbbbbbbbbEbhypotheticalbprotein
_qw_fq/_YfbEbbbbbbbbbbbbbbbbEbEnolase

_qw_fqfwwLbEbbbbbbbbbbbbbbbbEbexpressedbprotein
_qw_fqfwwwbEbbbbbbbbbbbbbbbbEbexpressedbprotein
_qw_fqfwq/bEbbbbbbbbbbbbbbbbEbexpressedbprotein
_qw_fY'YL'bEbbbbbbbbbbbbbbbbEbfamilybSYSbprotease
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2762161557       tripeptidyl peptidase A
G2Q8R8           Pectin lyase-like protein
2762169729       PEBP-like protein

2762165605       subtilisin-like protease
2762170819       family S53 protease
G2Q8I8           Uncharacterized protein
G2Q372           Uncharacterized protein
G2QLD3           Tyrosinase-like protein
G2PZJ6           FAD dependent oxidoreductase-like protein

G0RIL9           Neutral protease 2
G0RPK6           Predicted protein
G0RMH6           Protein disulfide-isomerase
G2QMS4           Secretory phospholipase A2
G2QGW5           Uncharacterized protein
G2Q057           Uncharacterized protein
G0RRC1           60s ribosomal protein rla2, P2

G2QJ92           Peptide hydrolase
Q0CAZ7           Peptide hydrolase
G2QJM5           Uncharacterized protein
Q7SGE3           60S acidic ribosomal protein P2
G2Q8Y3           Intradiol ring-cleavage dioxygenase-like protein
G2QNU8           Alpha-galactosidase

G0RC29           Predicted protein
Q7SHY0           Serine protease p2
G2Q650           Uncharacterized protein
2762171566       acid protease
G2Q9T6           Fumarate reductase/succinate dehydrogenase flavo protein-like protein
Q7RYC5           Uncharacterized protein

G0REM9           Phospholipase C
G0RDW0           Acid phosphatase-like protein
2762162947       hypothetical protein
G2Q493           Uncharacterized protein
G2QMP1           Uncharacterized protein
Q0CLA1           Uncharacterized protein

G2QMW2           Uncharacterized protein
Q0CXA9           Uncharacterized protein
G2QPP4           Uncharacterized protein
G2QLJ3           Carbohydrate-binding WSC domain protein
G2QCK0           Phospholipase C-like protein
2762163234       aspartic proteinase precursor
G0RP74           Predicted protein

G0RT90           Non-Catalytic module family expansin
G0R8E3           Predicted protein
Q0CVY4           Uncharacterized protein
G0RB23           Predicted protein
Q0CH63           Uncharacterized protein
G2QGG5           Uncharacterized protein

G0RPL7           Predicted protein
G0R6Q5           Predicted protein
G0RI29           Predicted protein
G0R8T0           Aspartate protease
Q0CE26           Uncharacterized protein
G2QBZ2           Uncharacterized protein

G2QPH7           Uncharacterized protein
G2Q9P8           Peptidase-like protein
G2QA29           Uncharacterized protein
Q0CIE1           Superoxide dismutase [Cu-Zn]
Q0CR38           Uncharacterized protein
Q0CAE1           Carboxypeptidase

Q0C8H2           Uncharacterized protein
G2QNT3           Peptide hydrolase
G2QFG6           Peptide hydrolase
2762169896       peptidyl-Lys metalloendopeptidase
G0RGM1           Predicted protein
G0RW36           Predicted protein
G0RPD5           Predicted protein

2762163827       galactose mutarotase-like protein
Q1K6P1           Uncharacterized protein
2762169467       hypothetical protein
2762170313       acid protease
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