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Fig S1 - Aspergillus terreus
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GH12
GH15;CBM20

CBM42;GH54
CBM1;GH5_5
CBM1;GH10
CBM1 ;GH62
GH7;CBM1
GH10

CEl6
GH5_7
GH3

GH3
CE16;GH20
GH31
GHS_7
CBM1;CE5
CBM1;GH27
GH131
CE10

GH10
GH10
GH43_36
GH35
PL4_1
CBM1;CE1l

GH74;GH74;GH74

GH5_4;CBM46

GH17
GH43_6

GHT ;CBM1
ARS8 ;ARS8

PL1_7
an9

GH11
CBM1;GH6
CBM1;AA9
GH7

GH12
CBM35; GH27
GH67

GHO3

PL3_2
PL1_4

CE3

GH62
AR7
GH29

GH72;CBM43
GH31

An7

GH53

GH12

AR9

CBM20;AR13
AA3_2

CBM20;GH13_1
GH13_1
GHT2

GH27;CBM13
CBM1;AA9
GH4T

GH43_30
CBM6; GH43_29
CE5

CE10

GH3

CE10

GH16
GH28
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CBM22
GH12

GH75
GH25
GH16

GH17

Protein name

Endoglucanase I
Glucoamylase
Uncharacterized protein

Probable alpha-L-arabinofuranosidase B

Exoglucanase 1
Beta-xylanase

Alpha-L-arabinofuranosidase
Probable 1,4-beta-D-glucan cellobiohydrolase B
Probable endo-1,4-beta-xylanase C

Catalase
Uncharacterized protein

Probable mannan endo-1,4-beta-mannosidase A-2
Probable beta-glucosidase A

Uncharacterized protein
Uncharacterized protein
Peptide hydrolase

Uncharacterized protein
Uncharacterized protein

Probable alpha/beta-glucosidase agdC
Probable mannan endo-1,4-beta-mannosidase A-1

Acetylxylan esterase
Alpha-galactosidase
Uncharacterized protein

Carboxylic ester hydrolase

Uncharacterized protein
Uncharacterized protein
Beta-xylanase
Beta-xylanase
Uncharacterized protein

Beta-galactosidase
Probable rh la

g

Uncharacterized protein

;CBM1 - Uncharacterized protein

Uncharacterized protein
Uncharacterized protein
Lipase

Uncharacterized protein

Probable arabinan endo-1,5-alpha-L-arabinosidase C

Glucanase
Uncharacterized protein

Neutral protease 2 homolog ATEG_04941

Pectate lyase B
Endoglucanase IV

Probable endo-1,4-beta-xylanase A
Probable 1,4-beta-D-glucan cellobiohydrolase C

Uncharacterized protein

Probable endo-beta-1,4-glucanase celB

Endoglucanase I

Probable alpha-galactosidase D
Probable alpha-glucuronidase A

Uncharacterized protein
Uncharacterized protein

Probable feruloyl esterase B-2

Probable pectate lyase F

Probable pectin lyase A (PLA)
Probable feruloyl esterase A

Uncharacterized protein
Uncharacterized protein

Probable alpha-L-arabinofuranosidase axhA

Uncharacterized protein
Uncharacterized protein
Uncharacterized protein

1,3-beta-glucanosyltransferase

Alpha-glucosidase
Uncharacterized protein

Probable arabinogalactan endo-beta-1,4-galactanase A
Probable xyloglucan-specific endo-beta-1,4-glucanase A
Superoxide dismutase [Cu-Zn]

Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Thioredoxin
Carboxypeptidase
Uncharacterized protein
Alpha-amylase A
Alpha-amylase

1,3-beta-glucanosyltransferase

Uncharacterized protein
Uncharacterized protein

Probable alpha-galactosidase A
Probable endo-beta-1,4-glucanase D

Probable yl-oli
Uncharacterized protein
Uncharacterized protein
Probable cutinase 4

Carboxylic ester hydrolase
Probable beta-glucosidase F

Uncharacterized protein

Probable dipeptidyl-peptidase 5

Uncharacterized protein
Polygalacturonase-4
Uncharacterized protein
Uncharacterized protein
Aspergillopepsin F
Alpha-amylase
Uncharacterized protein
Uncharacterized protein
Endoglucanase A
Uncharacterized protein

ATP synthase subunit beta

Uncharacterized protein
Endo-chitosanase
N,O-diacetylmuramidase
Uncharacterized protein
Carboxypeptidase
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Allergen Asp £ 15

Probable glucan endo-1,3-beta-glucosidase eglC

haride alpha-1,2-mannosidase 1B

Predicted
secreted

Normalized LFQ

Bagasse

Birch

Spruce Cellulose Glucose
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Fig S2 - Trichoderma reesei

Uniprot CAZy Protein name

GOR866 - GH5;CBM20 - Glucoamylase
GORVKL - GH7;CBML - Glucanase

GORBS8 - - Glucanase

GOR6TE - - Glycoside hydrolase family 61
QrzoMT - - Endoglucanase-7

GORVK4 - - Glycoside hydrolase family 5

GORVK3 - - Non-Catalytic module family expansin
GORQ1E - - Predicted protein

GORCG3 - - Predicted protein

GORTCO - - Cell wall protein

GORUI3 - GH16 - Glycoside hydrolase family 16
GORG24 - GH3 - Glycoside hydrolase family 3

GORT76 - GH30_S - Glycoside hydrolase family 5

GORC8S - GH5_7 - Glycoside hydrolase family 5

GORV92 - GH30_7 - Glycoside hydrolase family GH30
GORJ25 - GHSS - Glycoside hydrolase family 55
GOR927 - GHSS - Glycoside hydrolase family 55
GOR827 - - COOH terminal WSC domain-containing protein
GOR6T7 - - Carbohydrate-binding module family 1
Q7z9M8 - BM1 - Xyloglucanase

GORV93 - - y

GORKI1 - - Predicted protein

GORBBS - - alpha-1,2-Mannosidase

GORSA2 - - Predicted protein

GORIK1 - - Predicted protein

GORVQS - GH30_3 - Glycoside hydrolase family 30
GORKFS - - Predicted protein

GORRB2 - CBMA2;GHS54 - Glycoside hydrolase family 54
GORRHO - - Proteinase T-like protein

GORS16 - - Trypsin-like serine protease

GORUP7 - GHIL - Endo-1,4-beta-xylanase 2

GORG23 - GH3 - Glycoside hydrolase family 3

GORA32 - GH10 - Endo-1,4-beta-xylanase 3

GOR894 - - Glyceraldehyde-3-phosphate dehydrogenase
GORFZS - - Elongation factor l-alpha

GORCSS - - t
GORGKY - - Nucleoside diphosphate kinase
GORJKE - - Adenine nucleotide translocator
GORRC1 - - 60s ribosomal protein rla2, P2
GOROF2 - - 40s ribosomal protein

GORSGS - - Alcohol dehydrogenase

GORBL - - ATP synthase subunit beta

GORCQ4 - - ATP synthase subunit alpha

GORJI7T - - Predicted protein

GOR7AL - - Uncharacterized protein

GORF42 - - Ribosomal protein $18, S13 family
GORDCS - - Phosphopyruvate hydratase

GORREE - - Adenosylhomocysteinase

GORTEE - - Ketol-acid reductoisomerase, mitochondrial
GORMIZ - - 14-3-3 class protein

GORKY4 - - Ubiquitin fusion protein

GORKP1 - - Peptidyl-prolyl cis-trans isomerase
GORK22 - - Uncharacterized protein

GORNEE - - Predicted protein

GORMWE - - Uncharacterized protein

GORX78 - GHSS - Glycoside hydrolase family 55
GORIIL - - Beta subunit of ATP citrate lyase
GORXI7 - AAS - Predicted protein

GORX34 - - Predicted protein

GORJLY - - 40S ribosomal protein S7

GORRAY - - Regulatory protein calmodulin
GORGHT - - Predicted protein

GORF17 - GH3 - Glycoside hydrolase family 3
GORIVZ - - Uncharacterized protein

GORDUZ - - Predicted protein

GORQKO - - Superoxide dismutase [Cu-Zn]

GORC29 - - Predicted protein

GORARY - - Hsp70 family protein, mitochondrial
GORRWZ - - Predicted protein

GORHU1 - - Dihydrolipoyl dehydrogenase

GORR72 - - 40s ribosomal protein S1

GORGI9 - - Ribosomal protein $9, S4 family
GORTBE - - Uncharacterized protein

GORTE9 - - Predicted protein

GORD36 - - Adenylate kinase

GORXC4 - - Translation elongation factor 1 beta
GORJLO - - Ribosomal protein S5, S7 family
GORLLT - - Predicted protein

GORF71 - - Predicted protein

GORBD3 - - pathway control P ining protein
GORMU3 - - Hsp70 family protein

GORVI9 - - Uncharacterized protein

GORDAO - - 40S ribosomal protein S6

GORCPE - - GIP-binding nuclear protein

GORSHT - - Translation elongation factor 3-like protein
GORQ3S - - Tubulin beta chain

GOR7R1 - - Uncharacterized protein

GORIRY - - Aconitat , mi ial
GORD31 - GH1 - Glycoside hydrolase family 1
GORKA3 - - D-xylose reductase

GORAGE - - 40s ribosomal protein S4

GORDRE - - Transketolase

GORHD3 - - Formate dehydrogenase

GORKZT - - Aldehyde dehydrogenase

GORQF9 - - Histone H4

GORKLS - - Predicted protein

GORTIO - - Predicted protein

GORNPS - - Predicted protein

GOR9Y1 - GT35 - Alpha-1,4 glucan phosphorylase
GORILY - - Neutral protease 2

GORMHE - - Protein disulfide-isomerase

GORJA4 - - Malate dehydrogenase

GORPKE - - Predicted protein

GORIJL - - Predicted protein

GORDUO - - Predicted protein

GORRAO - GT8 - Glycosyltransferase family 8

GORTF8 - - Acetyl-coenzyme A synthetase
GORQX9 - - Predicted protein

GORULY - - Malate dehydrogenase

GORQO3 - - Woronin body major protein
GORR33 - - Ribosomal protein L17

GORVSS - - Ribosomal protein L16, L13 family
GORF66 - - Predicted protein

GORLS6 - - Predicted protein

GORIV3 - - Ribosomal protein S14, S11 family
GORBDO - - Uncharacterized protein

GORITA - - Histone H2B

GORAG4 - - Predicted protein

GORA4S - - Elongation factor 2

GOR761 - - Uncharacterized protein

GORA39 - CBMA2;GHS4 - Glycoside hydrolase family 54
GOREY3 - GH62 - Glycoside hydrolase family 62
GOR949 - GH28 - Glycoside hydrolase family 28
GORQNY - GH35 - Beta-galactosidase

GOR91l - GH92 - Glycoside hydrolase family 92
GORGML - - Predicted protein

GORPDS - - Predicted protein

GORW36 - - Predicted protein

GORV4T - - Predicted protein

GORRGS - GH12 - Glycoside hydrolase family 12
GORHOS - - Predicted protein

GORDWO - - Acid phosphatase-like protein
GORVV3 - - Amidase

GORB67 - GH5_5;CBM1 - Glycoside hydrolase family 5
GORKHO - GH7;CBML - Glucanase

GORIJO - - Alpha subunit of ATP citrate lyase
GORERO - AA7 - Uncharacterized protein

GOREMY - - Phospholipase C

GORWCS - GH31 - Glycoside hydrolase family 31
GORVKO - - Predicted protein

GORFR3 - CE10 - Carboxylic ester hydrolase
GOROS4 - - i ining protein
GOR6QS - - Predicted protein

GORJJ2 - GH72 - 1,3-beta-glucanosyltransferase
GORQIB - - Transaldolase

GORBAS - - 3-hydroxy-3-methylglutaryl coenzyme A synthase
GORSE3 - - Predicted protein

GORQWO - GHT2; - 1,3-beta-glucanosyltransferase
GORRK9 - GH17 - Glycoside hydrolase family 17
GORT90 - - Non-Catalytic module family expansin
GORIET - - Predicted protein

GORIJE - - Thiamine biosynthesis transporter
GORHL2 - GH8L - Glycoside hydrolase family 81
GORHVI - - Pyruvate decarboxylase

GORXH1 - GH72;CBMA3 - 1,3-beta-glucanosyltransferase
GORB23 - - Predicted protein

GORDCO - GH132 - Cell wall protein

GORPLT - - Predicted protein

GORII9 - Aa7 - Predicted protein

GORI29 - - Predicted protein

GORSTO - - Aspartate protease

GOR6T6 - CBML;CES - Carbohydrate esterase family 5
GORP74 - - Predicted protein

GOR6T3 - AA7 - Predicted protein

GOR947 - GHIL - Endo-1,4-beta-xylanase 1

Predicted
secreted

Normalized LFQ

Bagasse Birch
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Fig S3 - Myceliophthora thermophila

Normalized LFQ

Predicted
Uniprot CAZy Protein name secreted |Bagasse Birch Spruce Cellulose Glucose

G20J91 - CBMI;GH10 - Beta-xylanase
G20c33 - - Glycoside hydrolase family 61 protein

620913 - - Endo-1,4-beta-xylanase

G20NNS - - Glucanase

G20A39 - - Glucanase

G20665 - - Glucanase

074240 - - Carbohydrate-binding module family 1 protein

G205D8 - - Glycoside hydrolase family 5 protein

G20LE4 - - Glycoside hydrolase family 61 protein

G20KQO0 - - Glycoside hydrolase family 12 protein

G20EK4 - - Catalase

G20NTO - AA9 - Glycoside hydrolase family 61 protein

G20HR7 - GH74;GH74;GH74;GH74 - Glycoside hydrolase family 74 protein

G20998 - GH6 - Glucanase

G20184 - CBML - Carbohydrate-binding module family 1 protein

G2Q9F7 - AA9;CBML - Glycoside hydrolase family 61 protein 1
G20CS4 - CBMI1;GHT - Endoglucanase 7a

G2QNK3 - GH131;CBMIL - Carbohydrate-binding module family 1 protein

620009 - GH43_36 - Glycoside hydrolase family 43 protein

G20FL3 - - Uncharacterized protein

G2Q4HT - GH26;CBM35 - Glycoside hydrolase family 26 protein ]
620327 - CE16 - Acetylesterase u
G2QH79 - PL1_7 - Polysaccharide lyase family 1 protein

620369 - - Uncharacterized protein

G2QD29 - CEL - Carbohydrate esterase family 1 protein =
620335 - - Aldose epimerase-like protein H
G204MO - CBMI;AA9 - Glycoside hydrolase family 61 protein

G2Q9T3 - CBMI;AA9 - Polysaccharide monooxygenase Cel6la *
620182 - AA9 - Glycoside hydrolase family 61 protein .i
G2QDD4 - GH18 - Glycoside hydrolase family 18 protein

G20892 - AA9 - Glycoside hydrolase family 61 protein )
G2QLV4 - GH62;CBML - Glycoside hydrolase family 62 protein

620456 - GHI1 - Endo-1,4-beta-xylanase .
620394 - CES;CBML - Carbohydrate esterase family 5 protein u
G20GJ6 - GHI2S - Uncharacterized protein

G20GP4 - AA3 - GMC oxidoreductase-like protein

G20MC6 - - Cellobiose dehydrogenase-like protein q
G2QJTO - AA9 - Glycoside hydrolase family 61 protein L
G2QDD9 - GHA3_24;CBM35 - Glycoside hydrolase family 43 protein )
G2QFG7 - PL4_1 - Rhamnogalacturonate lyase

G2PZJ2 - AA3_2 - GMC oxidoreductase-like protein L
G203A2 - GHS3 - Arabinogalactan endo-beta-1,4-galactanase

G2QGN6 - GH10 - Beta-xylanase

G20LD1 - GH16 Glycoside hydrolase family 16 protein
G20DN2 - GH3 Glycoside hydrolase family 3 protein
G20A11 - GH30_S - Glycoside hydrolase family 30 protein
G207A5 - AA9 Glycoside hydrolase family 61 protein

H=g

G20CK1 - - Glycoside hydrolase family 17 protein i
G20MT7 - GH3 - Glycoside hydrolase family 3 protein

G20HL4 - GH4T - alpha-1,2-Mannosidase

620494 - - Uncharacterized protein -
G20PSO - CBM20;GHIS - Glycoside hydrolase family 15 protein

620335 - AA5_1 - Glyoxal oxidase like protein

620925 - - Serine protease

620714 - - Superoxide dismutase [Cu-Zn]

G20AD1 - GH72;CBMA43 - 1,3-b

G2QKY8 - - Intradiol ring-cleavage dioxygenase-like protein d
G2QGL4 - - Protease

G20D13 - - Uncharacterized protein

G20P39 - GHS5_7 - Glycoside hydrolase family 5 protein I
G20CKO - - Phospholipase C-like protein

G20LJ3 - - Carbohydrate-binding WSC domain protein =
G2QEUL - - Uncharacterized protein d
620419 - - Uncharacterized protein

G20FY4 - AA3 1 - Cellobiose dehydrogenase

G20GAl - GH7 - Glucanase q
G20CJ9 - GH25 - Lysozyme —
G20AB5 - AA9 - Glycoside hydrolase family 61 protein I
G20IM4 - GHS55 - Glycoside hydrolase family 55 protein

G20FK1 - GH43_26 - Glycoside hydrolase family 43 protein

G20G74 - PL3_2 - Polysaccharide lyase family 3 protein

G20FY9 - - Pectin lyase-like protein

G20JT2 - GH79 - Glycoside hydrolase family 79 protein

G2QFS5 - CE10 - Carboxylic ester hydrolase )
G20HQY - GH43_21 - Glycoside hydrolase family 43 protein

G20DI5 - GH9S - Glycoside hydrolase family 95 protein 1
G20506 - GH93 - Glycoside hydrolase family 93 protein 1
G20CC8 - GH43_36 - Glycoside hydrolase family 43 protein

G20LDO - CE8 - Pectinesterase

G201K5 - PL1_7 - Polysaccharide lyase family 1 protein

G20J06 - GH62 - Glycoside hydrolase family 62 protein

G208Y8 - CE1 - Ferulic acid esterase

620792 - - Peptide hydrolase

G207D0 - - Myo-inositol-1l-phosphate synthase

G209T6 - - Fumarate succinate dehy flavo protein-like protein

620271 - - Uncharacterized protein

G200A3 - - Uncharacterized protein

G20JU3 - - Alcohol dehydrogenase-like protein

G2Q8R8 - - Pectin lyase-like protein (]

G20818 - - Uncharacterized protein (] ]
G20AY2 - - Uncharacterized protein

G208N2 - - Uncharacterized protein 1
G2QCN5 - - Uncharacterized protein

G20550 - PL26 - Uncharacterized protein =] ‘
G2QPK7 - - Uncharacterized protein

G2QBUO - CE10 - Carboxylic ester hydrolase (] l
G202NO - CE3 - Uncharacterized protein (] 1
620424 - - Acetyl-CoA C-acetyltransferase

G2QN15 - GH109 - NADP:D-xylose dehydrogenase n
G2PZUS - - 60S acidic ribosomal protein PO

G2PZQ3 - - Uncharacterized protein

G2Q9D2 - - Uncharacterized protein ‘
G20BV2 - - Uncharacterized protein

G20139 - - Aconitate hydratase, mitochondrial

G2QP23 - - Uncharacterized protein

G2Q3L4 - - Uncharacterized protein

G2Q624 - - Uncharacterized protein _
620974 - - 40S ribosomal protein S1 d
G2QMH3 - CE12 - Carbohydrate esterase family 12 protein [ ]

G2QNR1 - - Uncharacterized protein (]

G2QJR6 - CE15 - 4-O-methyl-glucuronoyl methylesterase o] ]
G20GS8 - GH2 - Glycoside hydrolase family 2 protein [ ] =
G2QGI6 - - Uncharacterized protein

G20RP6 - - Uncharacterized protein !
G2QHTS - - Tubulin beta chain 1
G201N4 - GH30_7 - Glycoside hydrolase family 30 protein |

G2QBT1 - AA2;AA2 - Catalase-peroxidase _—
G2Q057 - - Uncharacterized protein (] -
G20BH1 - - ific ivating protein 1-like protein

G2QGF9 - - 40S ribosomal protein S7 1
G2Q610 - - Uncharacterized protein 1
G20Q76 - - Acetyl-coenzyme A synthetase

G2QmV9 - - Uncharacterized protein 1
G20JQ4 - GH115 - Glycoside hydrolase family 115 protein (o]

G2QJE6 - GH67 - Alpha-glucuronidase ]

G20AX0 - - Nitroreductase-like protein

G2QNS9 - ARS8 - Cellobiose dehydrogenase ] L]
G2Q2F7 - AA9 - Glycoside hydrolase family 61 protein o] 1
G20NI1 - GH11 - Endo-1,4-beta-xylanase =] I.
G2QFC6 - - 60S ribosomal protein L13

G2QQH4 - - Histone H4 1
620334 - - GTP-binding nuclear protein 1
G20CN9 - - Uncharacterized protein 1
G2QNQ5 - - Acyltransferase

G20HVS - - Uncharacterized protein ]
G2QIV4 - - Sugar transporter-like protein 1
620374 - - Uncharacterized protein 1
G2PZV9 - - Uncharacterized protein I
620574 - - Rab GDP dissociation inhibitor I
620204 - - Uncharacterized protein 1
G20B71 - - Formate dehydrogenase T D D D B
G207V1 - - Transketolase 1
G20NHO - - Uncharacterized protein 1
G2Q6B1 - - Sugar transporter 1
G2QH37 - - Polyketide synthase

G20IR4 - GH1L - Endo-1,4-beta-xylanase !
G2QQD7 - - ATP synthase subunit beta

G2QGBO - CE3 - Carbohydrate esterase family 3 protein [

G2QNZ9 - - Uncharacterized protein

G203G0 - - Uncharacterized protein

G2QGW5 - - Uncharacterized protein (]

G2Q0S9 - - Aldo/keto reductase-like protein

G2QGD9 - CE4 - Carbohydrate esterase family 4 protein (]

G2QDB9 - GH11 - Endo-1,4-beta-xylanase (]

G20D81 - - Malate dehydrogenase

G20FV7 - - Uncharacterized protein

G20AN5 - - Uncharacterized protein

G2PZW5 - - Uncharacterized protein

G20HPS - GH16 - Glycoside hydrolase family 16 protein [ ]

G20HM8 - - Uncharacterized protein

G20BS2 - - Ribosomal protein

G20BY3 - - 60S ribosomal protein L2-like protein

G2QBWS - - Uncharacterized protein

G20KM4 - AA3 2 - Uncharacterized protein

G20M97 - GH43_1 - Glycoside hydrolase family 43 protein

G20PC7 - - 40S ribosomal protein SO

620300 - - Uncharacterized protein

G2PZJ6 - - FAD dependent oxidoreductase-like protein (]

G2QNO01 - - Citrate synthase

620050 - - 40S ribosomal protein S8

620586 - - Eukaryotic translation initiation factor 5A

G201R6 - - Uncharacterized protein

G20D93 - GHL - Glycoside hydrolase family 1 protein

G20H36 - - Transferase-like protein

G20DZz0 - GH43_11 - Glycoside hydrolase family 43 protein

620722 - - Uncharacterized protein

G203M9 - - Uncharacterized protein

G20HKS - - 3-hydroxy-3-methylglutaryl coenzyme A synthase

G20LD3 - - Tyrosinase-like protein =]

620025 - - 40S ribosomal protein S4

G20RA5 - - Uncharacterized protein

G20Ms4 - - Secretory phospholipase A2 |

620483 - - Uncharacterized protein

G209C3 - - Nucleosome assembly protein-like protein

620276 - - 60S ribosomal protein L6

G20LD8 - - Phosphoglycerate kinase

G2QG07 - GH10 - Beta-xylanase (]

G20MB4 - CE1 - Carbohydrate esterase family 1 protein (]

G203B6 - CE3 - Carbohydrate esterase family 3 protein (]

620326 - GH93 - Glycoside hydrolase family 93 protein [ ]

G2QIM5 - - Uncharacterized protein (]

G20AJ6 - GH43_14 - Glycoside hydrolase family 43 protein [ ]

G208Y7 - CE1 - Carbohydrate esterase family 1 protein =] 1
G200H3 - - Histone H3 1
620200 - - Glucose-6-phosphate isomerase

G20052 - - 40S ribosomal protein S6 Il
G203L3 - GHS51 - Glycoside hydrolase family 51 protein =] H
G20NUS - - Alpha-galactosidase (]

G20N86 - - Uncharacterized protein !
G206N7 - - Uncharacterized protein i
620741 - GT4 - Glycosyltransferase family 4 protein

G203v4 - - Uncharacterized protein 1
G20NH2 - - Uncharacterized protein

G20B59 - - Uncharacterized protein

620081 - - Uncharacterized protein

G20PX4 - - 60S ribosomal protein L27 1
G208Y3 - - Intradiol ring-cleavage dioxygenase-like protein (o]

G20DZ2 - AA3 2 - GMC oxidoreductase-like protein (o ]

G2PZMO - - Uncharacterized protein

G2QJW2 - AA12 - Uncharacterized protein [ ]

G20B77 - - Uncharacterized protein

G200B7 - - Uncharacterized protein

G2QPP4 - - Uncharacterized protein [ ]

620254 - - Peptidyl-prolyl cis-trans isomerase

G202s4 - - Uncharacterized protein

G20HY6 - - Histone H2A

G20cw2 - - Uncharacterized protein

G2Q1Y5 - - Uncharacterized protein

G2QN52 - - Uncharacterized protein

G2Q3E1 - - Uncharacterized protein

G202K1 - - Uncharacterized protein

G20372 - - Uncharacterized protein [ ]

G20H35 - - General substrate transporter

G2QFKO - GH43_6 - Arabinan endo-1,5-alpha-L-arabinosidase [ ]

G2QME4 - - Uncharacterized protein

G2Q7K6 - - Uncharacterized protein

620650 - - Uncharacterized protein ]

G2Q0U8 - - Tubulin alpha chain

620102 - - Uncharacterized protein

G20H39 - - Epimerase/hydratase

G2Q7E8 - - Uncharacterized protein

G20KL8 - - Uncharacterized protein

G2QHD4 - - Glucose-regulated protein (]

G206G9 - - Uncharacterized protein

G20AzZ1 - - Uncharacterized protein

G20PB2 - - Uncharacterized protein

620129 - - Elongation factor l-alpha

G2QDE9 - - Malate dehydrogenase

G2PZX2 - - Protein disulfide-isomerase =]

G2Q5U7 - - ATP synthase subunit alpha

G208U9 - - Nucleoside diphosphate kinase

G2QPQ8 - - Glyceraldehyde-. y

G2QBJ2 - - Uncharacterized protein

G2Q705 - - Actin-like protein

G208B8 - - Uncharacterized protein

G2Q716 - - Transaldolase

G208M4 - - Uncharacterized protein ]

G2QHYT7 - - Histone H2B

620104 - - , lating

G20AN6 - - Peptidylprolyl isomerase

G2QN04 - - Plasma membrane ATPase

G2Q4F9 - - Uncharacterized protein (]

G2QDQ9 - AA7 - Uncharacterized protein (]

620288 - - Uncharacterized protein

G20CLO - CBM52 - Carbohydrate-binding module family 52 protein ]

G20N94 - - Uncharacterized protein

620456 - - Uncharacterized protein

G2QEZ7 - - Uncharacterized protein

G2Q0S5 - - Protein transport protein Sec6l subunit beta

620201 - - Uncharacterized protein

G2QCc28 - - Uncharacterized protein (]

620591 - - Uncharacterized protein

G20BM5 - - Uncharacterized protein

G20PWS - - Uncharacterized protein

G20K78 - - Aspartic protease =]

G201T1 - - Uncharacterized protein

620236 - - Uncharacterized protein

G20N02 - - Uncharacterized protein

G2QKQ4 - - Uncharacterized protein

G20N42 - - Rhodopsin-like protein

G2QCX2 - - Uncharacterized protein

G2QCB6 - - Uncharacterized protein (]

G20KES - - Uncharacterized protein

G2QDRO - - Uncharacterized protein

G201W7 - - Uncharacterized protein

G2QBS7 - - Uncharacterized protein (]

G2Q0H3 - - Uncharacterized protein [ ]

G20N93 - - Uncharacterized protein

620328 - - Uncharacterized protein

G208V1 - - Uncharacterized protein ]

G20493 - - Uncharacterized protein (]

G2QMP1 - - Uncharacterized protein ]

G2QLF1 - AA7 - Uncharacterized protein

G20ACO - GH135 - Uncharacterized protein |

G2QMW2 - - Uncharacterized protein [

G2QGG5 - - Uncharacterized protein (]

G2QBZ2 - - Uncharacterized protein (]

G20FT7 - GH5_S - Glycoside hydrolase family 5 protein (]

G20D40 - GH31 - Glycoside hydrolase family 31 protein

G2QPH7 - - Uncharacterized protein (]

G2Q9P8 - - Peptidase-like protein [ ]

G20MPS - GH71;CBM24 - Glycoside hydrolase family 71 protein [ ]

G2QA29 - - Uncharacterized protein ]

G2Q7B9 - GH72 -1, a- ]

620654 - AAT7 - Uncharacterized protein o]

G20G48 - AAT7 - FAD linked oxidase-like protein =]

G2Q5V8 - GH131 - Uncharacterized protein ]

G20CT8 - GHS5 - Glycoside hydrolase family 55 protein ]

G20CB9 - CE10 - Carboxylic ester hydrolase ]

G200Y0 - GH4S - Glycoside hydrolase family 45 protein ]

G20F48 - GHS55 - Glycoside hydrolase family 55 protein (]

G20HM1 - GH81;GH81 - Glycoside hydrolase family 81 protein (]

G204L9 - GH2 - Glycoside hydrolase family 2 protein (]

G2Q2L6 - GH20 - Beta-hexosaminidase (]

G20G50 - PL1_4 - Polysaccharide lyase family 1 protein (]

G20LY9 - CE3 - Carbohydrate esterase family 3 protein (]

G2QFG6 - - Peptide hydrolase (]

G2QNT3 - - Peptide hydrolase (]

G20AE3 - GH31 - Glycoside hydrolase family 31 protein (]




Fig S4 - Neurospora crassa > 0 5 W

Normalized LFQ

Predicted
Uniprot CAZy Protein name secreted Bagasse Birch Spruce Cellulose Glucose
Q1K5V3 - GH6 - Glucanase
Q75222 - GH16 - Cell wall glucanosyltransferase Mwgl [JJj
Q1K5A2 - - Non-anchored cell wall protein 1 .
Q7RYB4 - - Uncharacterized protein ]
Q1K679 - - Clock controlled protein CCG-14 .
Q7S5Q5 - - Uncharacterized protein .
Q7SCF6 - - Endothiapepsin .
V5IN52 - - ATP citrate lyase
Q75187 - GH54 - Alpha-N-arabinofuranosidase .
P54118 - - Glyceraldehyde-3-phosphate dehydrogenase
Q1lK6S6 - - Clock-controlled gene-15 ]
P14804 - CBM20;GH15 - Glucoamylase .
Q7SAl19 - AA9 - Endoglucanase IV .
Q7RYC5 - - Uncharacterized protein .
Q7S3R5 - GH3 - Beta-D-glucoside glucohydrolase .
Q7RWN7 - CBM1;AA9 - Endoglucanase II ]
Q1K8B6 - AA9 - Endoglucanase II .
Q75439 - AA9;CBM1 - Endoglucanase II ]
Q7SDR1 - GH5_5;CBM1 - Endoglucanase gh5-1 ]
Q7SA23 - CBM1;GH7 - Exoglucanase 1 .
Q7S3P8 - GHI10 - Beta-xylanase .
Q7S0Y0 - GH10 - Beta-xylanase .
Q78412 - GH51 - Alpha-L-arabinofuranosidase 2 .
Q1K6Q5 - CBM1;GH6 - Glucanase ]
Q1K5S8 - GH11;CBM1 - Endo-1,4-beta-xylanase ]
Q7SE40 - - Transaldolase
Q7S2L6 - - ACW-7 ]
F5HBN4 - - Thioredoxin II
Q1K6P1 - - Uncharacterized protein .
Q7SHI8 - AA9;CBM1 - Endoglucanase II .
Q7SHYO0 - - Serine protease p2 .
Q1K5P6 - - Methionine synthase
V5ILO1 - - Uncharacterized protein
Q7S9W0 - - Uncharacterized protein
Q7s556 - PL20 - Glucuronan lyase A
Q7SGE3 - - 60S acidic ribosomal protein P2
P61859 - - Calmodulin
P53444 - - Fructose-bisphosphate aldolase
Q7SD67 - - Xylose reductase
Q7S1D6 - - Malate dehydrogenase
Q7SCJ9 - - Phosphoglucomutase 2
Q7RV85 - - Enolase
P87102 - - Nuclear transport factor 2
P22151 - - Glucose-repressible gene protein

P07509 - - Superoxide dismutase [Cu-2Zn]



Fig S5 - Phanerochaete chrysosporium -5 0 5 10

Normalized LFQ

Predicted

IMG CAzZy Protein name secreted Bagasse Birch  Spruce Cellulose Glucose

2762160227 - CBM1;GH6
2762170494 - CBM1;GH7

Glycoside Hydrolase Family 6 protein

exo-cellobiohydrolase I precursor

2762162754 - GH7;CBML - cellulase =
2762169415 - AA8 - Cellobiose dehydrogenase o | 1
2762164502 - GH28 - endo-polygalacturonase PGl = —
2762165449 - GH16 - endo-beta-glucanase (=]
2762170873 - GH55 - glucan 1,3-beta-glucosidase o |
2762161535 - - DUF1793-domain-containing protein

2762172658 - - aspartic protease o |
2762167002 - CBM20;GH15 - Glycoside Hydrolase Family 15 =
2762164701 - GH51 - glycoside hydrolase o |
2762167867 - GH30 - glycoside hydrolase =]
2762170282 - CE1 - acetyl xylan esterase =  —
2762169492 - GH12 - concanavalin A-like lectin/glucanase =
2762165976 - AA9 - glycoside hydrolase family 61 protein D =]
2762165543 - CBM1;GH11 - endo-1,4-B-xylanase B =]
2762167232 - GH131 - carbohydrate-binding module family 1 protein =]
2762166409 - GH5_5;CBML - Glycoside Hydrolase Family 5 protein =]
2762165922 - AA9;CBML - hypothetical protein =]
2762171758 - CBM1;GH5_7 - Glycoside Hydrolase Family 5 protein =
2762164616 - CBM1 - Carbohydrate-Binding Module Family 1 protein

2762165332 - CBM1 - Carbohydrate-Binding Module Family 1 protein =]
2762170727 - AA2 - Class II peroxidase =]
2762165280 - AA5_1 - Copper radical oxidase =
2762172045 - GH30_3 - Glycoside hydrolase

2762171888 - AA2 - Class II peroxidase =
2762168410 - GH10 - endo-1,4-beta xylanase =
2762172069 - - alpha/beta-Hydrolase =
2762167740 - - SGNH hydrolase ]
2762167022 - GHS_7;CBM1 - Glycoside Hydrolase Family 5 protein =]
2762172789 - GH35 - Glycoside Hydrolase Family 35 protein =]
2762169520 - - putative isomerase YbhE

2762165978 - AA9 - hypothetical protein =
2762170040 - CE10 - alpha/beta-hydrolase =
2762170458 - - calcium-dependent phosphotriesterase =
2762166069 - AA2 - Class II peroxidase =
2762163297 - - hypothetical protein =]
2762169052 - CE15 - Carbohydrate Esterase Family 15 protein =]
2762168159 - GH31 - glycoside hydrolase family 31 protein =
2762169240 - CBM1;GH3 - beta-glucosidase =
2762162448 - - lipase =
2762169093 - GH5_5;CBM1 - Glycoside Hydrolase Family 5 protein =] —
2762164052 - GH74;GH74;GH74 - Glycoside Hydrolase Family 74 protein =
2762164277 - CBMI;AR9 - cellulose-growth-specific protein ]
2762168484 - AA9;CBML - hypothetical protein =]
2762163167 - GHO2 - glycoside hydrolase family 92 protein =]
2762170417 - CBMI;GH28 - Glycoside Hydrolase Family 28 =
2762169417 - GH18;CBMS - Glycoside Hydrolase Family 18 =
2762164312 - AA9;CBMIL - family 61 endoglucanase =]
2762160922 - GH3 - Glycoside hydrolase =]
2762168721 - GH74;CBML;GH74;GH74 - family 74 glycoside hydrolase =]
2762170648 - GH16 - Glycoside Hydrolase Family 16 protein =
2762166201 - CE10 - carboxyl from y esterase =]
2762163891 - CBM1;GH10 - Glycoside Hydrolase Family 10 protein =
2762171709 - CBM1;CE15 - Carbohydrate Esterase Family 15 protein =
2762169496 - GH10;CBML - Glycoside Hydrolase Family 10 protein =]
2762161515 - AA9 - hypothetical protein =] 1
2762168649 - AA2 - Class II peroxidase ]
2762171893 - AA2 - Class II peroxidase =] —
2762161085 - - Actin 1

2762165701 - - expressed protein

2762171564 - - Acid protease

2762167606 - AA2 - Class II peroxidase

2762171299 - - formate dehy

2762162497 - - Subtilisin-like protein

2762163234 - - aspartic proteinase precursor

2762168026 - AA9 - expressed protein

2762170819 - - family S53 protease

2762171406 - CES - Carbohydrate Esterase Family 8 protein

2762163114 - - hypothetical protein

2762161557 - - tripeptidyl peptidase A

2762164196 - - hypothetical protein

2762160128 - CE16 - Carbohydrate Esterase Family 16 protein

2762160094 - CE10 - alpha/beta-hydrolase

2762170383 - - aldehyde dehydrogenase

2762169982 - AA12 - Soluble quinoprotein glucose dehydrogenase

2762171566 - - acid protease

2762169585 - AAS_1 - Copper radical oxidase

2762170313 - - acid protease

2762166594 - AA3_3 - alcohol oxidase

2762169729 - - PEBP-like protein
2762165605 - - subtilisin-like protease

2762160012 - GH13_1 - alpha-amylase

2762163632 - CE16;CBM1 - Carbohydrate Esterase Family 16 protein
2762164563 - CE10 - alpha/beta-hydrolase

2762166659 - GH10;CBM1 - Glycoside Hydrolase Family 10 protein
2762167584 - GH115 - Glycoside Hydrolase Family 115 protein
2762167640 - - hypothetical protein

2762169560 - GH95 - glycoside hydrolase family 95 protein
2762171452 - GH20 - Glycoside Hydrolase Family 20 protein
2762172541 - GH3 - glycoside hydrolase family 3 protein
2762168929 - GH5_7 - glycoside hydrolase

2762164514 - GH28 - Glycoside Hydrolase Family 28 protein
2762162050 - GH105 - Six-hairpin glycosidase

2762161688 - GH125 - Glycoside Hydrolase Family 125 protein
2762170403 - GH10 - Glycoside hydrolase

2762171471 - GH37 glycoside hydrolase
2762160510 - GH43_24;CBM35 - galactan 1,3-beta-galactosidase

2762166192 - GHAT - Glycoside Hydrolase Family 47 protein
2762161201 - GH7;CBML - exo-cellobichydrolase I

2762169227 - GH27 - alpha-galactosidase

2762169467 - - hypothetical protein

2762172250 - GH2 - glycoside hydrolase family 2 protein
2762168482 - CBMI;AA9 - hypothetical protein

2762167027 - CE1;CBML - alpha/beta-Hydrolase

2762163827 - - galactose mutarotase-like protein
2762163413 - GH18 - glycoside hydrolase

2762162947 - - hypothetical protein

2762163993 - GH18 - Glycoside hydrolase

2762165790 - GH43_5 - arabinanase

2762162558 - GH18 - glycoside hydrolase

2762168102 - CES - Carbohydrate Esterase Family 8 protein
2762171226 - GH79 - Glycoside Hydrolase Family 79 protein
2762167622 - CE2 - hypothetical protein

2762168069 - GH78 - Glycoside Hydrolase Family 78 protein
2762166294 - CE10 - carboxylesterase

2762166321 - GH28
2762165023 - GH79

Glycoside Hydrolase Family 28 protein
Glycoside Hydrolase Family 79 protein

2762159800 - GH88 - glycoside hydrolase family 88 protein
2762169896 - - peptidyl-Lys metalloendopeptidase

2762165979 - AA9 - hypothetical protein

2762169148 - CBM5;GH18;CBM5 - class III chitinase

2762159622 - GH31 - alpha-glucosidase

2762170193 - - family Al protease

2762172136 - - nuclease Lel

2762164220 - - acid proteinase —
2762169472 - - ustilago Sphaerogena ribonuclease U2 complexed with adenosine 2'-Monophosphate

2762164192 - - hypothetical protein

2762170251 - - Enolase

2762171668 - - expressed protein

2762171666 expressed protein
2762171670 - - expressed protein
2762159589 - - family S53 protease




Fig S6 -5 0 5 10

Normalized LFQ

Acc. number Protein name Organism
2762161557 tripeptidyl peptidase A  —
G2Q8R8 Pectin lyase-like protein —
2762169729 PEBP-like protein | —|
2762165605 subtilisin-like protease  —
2762170819 family S53 protease  —
G2Q818 Uncharacterized protein —
G2Q372 Uncharacterized protein —
G2QLD3 Tyrosinase-like protein —
G2PZJ6 FAD dependent oxidoreductase-like protein —
GORIL9 Neutral protease 2 |
GORPK6 Predicted protein |
GORMH6 Protein disulfide-isomerase =
G2QMS4 Secretory phospholipase A2 —
G2QGW5 Uncharacterized protein —
G2Q057 Uncharacterized protein —
GORRC1 60s ribosomal protein rla2, P2 | —
G2QJ92 Peptide hydrolase —
QOCAZ7 Peptide hydrolase { |
G2QJM5 Uncharacterized protein —
Q7SGE3 60S acidic ribosomal protein P2 |
G2Q8Y3 Intradiol ring-cleavage dioxygenase-like protein  —
G2QNU8 Alpha-galactosidase —
GORC29 Predicted protein  — |
Q7SHYO Serine protease p2 ==
G2Q650 Uncharacterized protein —
2762171566 acid protease  —
G2Q9T6 Fumarate reductase/succinate dehydrogenase flavo protein-like protein —
Q7RYC5 Uncharacterized protein |
GOREM9 Phospholipase C |
GORDWO Acid phosphatase-like protein /=
2762162947 hypothetical protein | —
G2Q493 Uncharacterized protein —
G2QMP1 Uncharacterized protein —
QO0CLal Uncharacterized protein ||
G2QMW2 Uncharacterized protein —
QO0CXA9 Uncharacterized protein |
G2QPP4 Uncharacterized protein —
G2QLJ3 Carbohydrate-binding WSC domain protein —
G2QCKO Phospholipase C-like protein —
2762163234 aspartic proteinase precursor | —
GORP74 Predicted protein  —
GORT90 Non-Catalytic module family expansin /=
GORSE3 Predicted protein ==
QoCcvY4 Uncharacterized protein |
GORB23 Predicted protein /=
QOCH63 Uncharacterized protein [
G2QGG5 Uncharacterized protein —
GORPL7 Predicted protein /=
GOR6Q5 Predicted protein /=
GORI29 Predicted protein ==
GOR8TO Aspartate protease /=
QOCE26 Uncharacterized protein [
G2QBz2 Uncharacterized protein —
G2QPH7 Uncharacterized protein —
G2Q9P8 Peptidase-like protein —
G2QA29 Uncharacterized protein —
QOCIE1l Superoxide dismutase [Cu-2Zn] [
QOCR38 Uncharacterized protein [ |
QOCAE1l Carboxypeptidase [ |
QOC8H2 Uncharacterized protein |
G2QNT3 Peptide hydrolase —
G2QFG6 Peptide hydrolase  —
2762169896 peptidyl-Lys metalloendopeptidase  — |
GORGM1 Predicted protein ==
GORW36 Predicted protein |
GORPD5 Predicted protein  —
2762163827 galactose mutarotase-like protein .=
Q1K6P1 Uncharacterized protein |
2762169467 hypothetical protein .=
2762170313 acid protease | —
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