Figure S1

(HY%) Aupiwuny

B3 3R g8 % 88 2 o

—£10Z 25
— £ L0Z By
= —
— —L10e N7
—_—
——
— — L LOE unp
m — =S
S ———
m € = £ 107 fep
h
N _— —

g 8 8 8 5 ©
(0.) axmeladwa |



Figure S2
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Figure S3
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Figure S4
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Figure S5
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Figure S6
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Figure S7
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Figure S8
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