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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems
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Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

Given the rarity of the aCML samples, all available specimens were used in this study.

No data were excluded from the analysis.

We replicated all the experiments in two different cell lines. The replication was successful.

As we are studying the effect of a specific somatic mutations in terms of downstream signalling, randomization is not relevant to this work.

As we are studying the effect of a specific somatic mutations in terms of downstream signalling, blinding is not relevant to this work.

Phospho-Histone H2A.X (Ser139) (20E3) Cell Signaling Technology 9718

ETNK1 [N2C3] GeneTex GTX105887

Anti-8-Oxoguanine Antibody, clone 483.15 Millipore-Merck

Anti-ß-Catenin Clone 14/Beta-Catenin BD 610153

Anti-Histone H3 Abcam 1791

Anti-Actin Sigma A2066

Alexa 488-conjugated secondary antibody Thermo Fisher Scientific A-11008

Anti-rabbit Bio-Rad 1706515

Anti-mouse Bio-Rad 1706516

- Phospho-Histone H2A.X (Ser139) (20E3) Cell Signaling Technology 9718 was validated in Human, Monkey, Mouse, Rat for Western
Blotting, Immunohistochemistry, Immunofluorescence, Flow Cytometry

- ETNK1 [N2C3] GeneTex GTX105887 was validated in Human and Mouse for WB and IHC-P.

- Anti-8-Oxoguanine Antibody, clone 483.15 Millipore-Merck was validated in Human, Mouse, Rat and Monkey for ELISA,
Immunocytochemistry, Chromatin Immunoprecipitation.

- Anti-ß-Catenin Clone 14/Beta-Catenin BD 610153 was validated in Human, Mouse, Rat, Dog and Chicken for Western blot,
Immunohistochemistry, Immunoprecipitation and Immunofluorescence.
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Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Human research participants
Policy information about studies involving human research participants

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Clinical data
Policy information about clinical studies
All manuscripts should comply with the ICMJEguidelines for publication of clinical research and a completedCONSORT checklist must be included with all submissions.

Clinical trial registration

Study protocol

Data collection

Outcomes

ChIP-seq

Data deposition

Confirm that both raw and final processed data have been deposited in a public database such as GEO.

Confirm that you have deposited or provided access to graph files (e.g. BED files) for the called peaks.

Data access links
May remain private before publication.

Files in database submission

HEK-293-Flp-In were purchased from Thermo Fisher Scientific. TF-1 were purchased from DSMZ.

Authentication was performed by Thermo Fisher and DSMZ by multiplex PCR of minisatellite markers, revealing a unique DNA
profile.

All cell lines tested negative for mycoplasma.

No commonly misidentified lines were used in this study.

Patients were recruited if > 18 age and in presence of a diagnosis of atypical chronic myeloid leukemia.

Participants were recruited in presence of a diagnosis of atypical chronic myeloid leukemia and divided in ETNK1-positive in
presence of somatic ETNK1 variants occurring at nucleotides 243, 244 or 245 (i.e. ETNK1 mutational hotspot) and ETNK1-
negative in absence of ETNK1 somatic mutations.

The ethic committee of the University of Milano - Bicocca

No clinical trial is present in this study

As the purpose of this study is the analysis of the downstream signalling in ETNK1-mutated patients, no specific study protocol is
defined.

Samples were collected starting from January 2009

As the purpose of this study is the analysis of the downstream signalling in ETNK1-mutated patients, no specific outcome is defined.

https://www.ncbi.nlm.nih.gov/sra/?term=PRJNA501862

https://osf.io/fd3m2

https://www.ncbi.nlm.nih.gov/sra/?term=PRJNA501862

WT-ChIP-1_R1_001.fastq.gz

WT-ChIP-1_R2_001.fastq.gz

WT-ChIP-2_R1_001.fastq.gz

WT-ChIP-2_R2_001.fastq.gz

N244S-ChIP-1_R1_001.fastq.gz

N244S-ChIP-1_R2_001.fastq.gz

N244S-ChIP-2_R1_001.fastq.gz

N244S-ChIP-2_R2_001.fastq.gz

https://osf.io/fd3m2

WT-ChIP-1.bed.gz

WT-ChIP-2.bed.gz

N244S-ChIP-1.bed.gz

N244S-ChIP-2.bed.gz

OxoguanineProfiler.zip




