Figure S12

Telomere length against sample group B DFT1 Telomere length:

A

Predicted length of pure sample, plus residual error

(5 outliers removed
from Host)

1250 X
5000 + °

glm(formula = length ~ Year + Purity, family = Gamma(link = "log"),
data = subset)

log(length) = 15.274 - 0.004xYear — 2.524xPurity

ANOVA(Il) p—\s@lues:

Year = 0.435, Purity = 1.53e-253
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