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IHC staining results for each patient where an empirically chosen threshold was applied to 

the biopsies to identify HER2-overexpressing cancer cells. Note the lack of heterogeneity in HER2 

staining of the cells, agreeing with previous studies evaluating the homogeneity of HER2 

overexpression in the cancer cells of HER2+ breast tumors [1, 2]. 

 
Figure S.1. IHC HER2 expression histology sections for diagnostic biopsies. The first column 
shows the original slide images for each patient’s biopsy. The second column are the same images 
where all but the biopsy regions have been removed. The third column specifically shows the HER 
stained cancer cells. As these biopsies were processed in two different facilities, the two image 
sets show differing staining intensities. However, for both slides HER2-expression is indicated in 
brown. Note that areas with blue coloring are combinations of adipose and the tumor’s supportive 
stromal tissues. Segmentation of the cancer cells using thresholding indicates that 24% of the total 
biopsy area is HER2+ for patient 1 and 15% for patient 2. Therefore, for both patients over 10% 
of the biopsy has intense HER2 staining.  
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