
Sequence Coverage Map ACE2 in EndoC-βH1 

(Exp1) 

 

Minimum MS Signal = 40000 

Protease = Trypsin 

Proteins Number of MS Peaks MS Peak Area Sequence Coverage Abundance (mol) 

1:ACE2 61 0.3% 39.1% 100.00% 

Unidentified 54507 99.7%   

 

MS Signal Threshold = 5.4e+004  
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          61.9       52.6           

               40.2    31.9           
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58.7               26.4 18.9   26.7  

                          63.9     26.
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* indicates peptide not unique  

 

Color code for signal intensity  

>6.8e+006 >2.0e+006 >6.1e+005 >1.8e+005 >5.4e+004 

 

  



Sequence Coverage Map ACE2 in EndoC-βH1 

(Exp2) 

 

Minimum MS Signal = 20000 

Protease = Trypsin 

Proteins Number of MS Peaks MS Peak Area Sequence Coverage Abundance (mol) 

1:ACE2 88 0.3% 36.1% 100.00% 

Unidentified 43608 99.7%   

 

MS Signal Threshold = 3.3e+004  
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Color code for signal intensity  
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