
Table S1. Associations between chromosomal instability (CIN) and clinical outcome 

Cancer 
types 

Approaches Clinical implications Refs 

Non–small 
cell lung 
cancer 

Fluorescence in situ 
hybridization (FISH) 

 CIN is significantly correlated with a worse prognosis by multivariate and 
univariate analysis 

 CIN may be an independent prognostic factor of poor clinical outcome  

(1) 

Breast 
cancer 

Comparative genomic 
hybridization 

 Certain genomic lesions, especially 11q loss, can play a significant role in early-
onset breast tumor formation 

 Tumors containing TP53 mutations exhibit higher degrees of CIN 

(2) 

Dual centromeric 
FISH 

 Increasing CIN was correlated with improved outcome in ER-negative breast 
cancer patients 

(3) 

Diffuse 
large B-cell 
lymphoma 

Chromosomal 
abnormality variations 

 Chromosomal abnormality variation identified by G-banding was correlated with 
prognosis of diffuse large B-cell lymphoma treated with R-CHOP (rituximab, 
cyclophosphamide, hydroxydaunomycin (doxorubicin), Oncovin (vincristine), and 
prednisone)  

(4) 

Bladder 
cancer 

Real-time polymerase 
chain reaction 

 Levels of blood leukocyte with shorter telomere length might provide an additional 
noninvasive prognostic marker to better predict personalize treatments and 
survival in bladder cancer patients 

(5) 

Multiple 
myeloma 

CIN genome even 
count (CINGEC) 

 CIN may potentially confer a unique prognostic factor of poor outcome that is not 
captured in the current landscape of prognostic signatures 

(6) 

Synovial 
sarcomas 

Complexity Index in 
Sarcoma 

 CIN may account for reverse metastatic outcomes of adult and pediatric synovial 
sarcomas 

(7) 

Colorectal 
cancer 

Molecular analyses 
using tumor DNA 

 The interplay between microsatellite instability, chromosomal instability, and the 
CpG island methylator phenotype suggests that specific (epi)genotypes can hold 
differential prognostic value that may vary over time  

(8) 
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