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Supplementary Figure 1. Survival analysis by Kaplan-Meier method of the prognostic metabolic genes in HCC. The P-values
were < 0.05, indicating the overall survival was significantly different between patients with high-risk and low-risk.
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Supplementary Figure 2. The ranking of risk score, survival status distribution and heatmap for prognostic associated
metabolic genes of patients with HCC in GSE10143 dataset, which demonstrated that the higher the risk score, the shorter
the survival time and the fewer alive patients.
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