SUPPLEMENTARY FIGURES

A Variables HR95%CI P-Value
Gender s=—— 0.650[0.322-1.313] 0.23
Smoking_history_indicator = 0.759[0.56-1.02] 0.069
White_cell_count m—t— 0.741[0.33-1.64) 0.46
Hemoglobin_level 0.251[0.106-0.593] 0.001
BMI 1.004[0.998-1.010] 017
History_other_malignancy sss— 0.762[0.31-1.81] 0.54
Age 4 0.998[0.915-0.998] 0.91
M - 1.048[1.03-1.06] 1.64e-8
Laterality s 1.355[0.712-2.58] 0.35
Serum_calcium_level  s——s—on 1.529[0.792-2.95] 0.2
T 4 —— 2.397[1.75-3.28] 4.98e-8
N A —_— 2}314[1,59_4799] 0.0004
Risk score o & 1.330[1.23-1.43] 3.35e-15
Stage " 6.473[3.36-12.46] <0.0001
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B Variables HR95%CI P-Value
TPX2 -1 —— 2.093[1,535-2.853] 297172e-06
BDH2 A 0.359{0.234-0.552] 2.96272e-06
BEX2 L | 0.515{0.390-0 680 284645e-06
PIGR - 0.722{0 630-0.827] 270177 e-06
SYPL2 L 0.588[0.734-0.471] 2.67092e-06
1QGAP3 -1 v—— 1.862[1.437-2.414] 2.60444 e-06
SPATA18 o 0.655[0.550-0.780] 205137 e-06
ANLN 1 = 0.349(0.227-0.537] 1.80827 &-06
ACAAT 1 2.005[1.510-2 663] 1.58459 8 06
HPN L 0.663[0.561-0.783] 1.36693 8-06
DGLUCY | 0.322[0.204-0.510] 1.208168-06
TOPZA | —_—— 1.955[1.492-2 561] 1.15799 806
RRM2 -1 —— 2.039{1.532-2.715] 1.04338-06
CENPE - —— 1.804[1473-2.462| 9.047236-07
ST14 Lol 0.548[0.432-0.695] 7.45981 e-07
LRPS | e 2.124[1.579-2.859] 6.53678e-07
PACSIN3 & 0.532{0.415-0.682) 6.04356 e-07
SLC22A2 - 0.741[0.658-0.833] 58049907
BIRCS = S — 2117[1.578-2.838] 5.63465e-07
ACCS =1 0.400{0.280-0.571] 4.33272e-07
TMEM1T71 - 0.681[0.588-0.789] 3.06214e-07
MTHFD2 - B —) 2.700(1.847-3.946] 291454 e-07
MYL3 - 0.663(0.602-0.797] 277753807
TMEM25 1 0.412{0.295-0.575] 1.88957e-07
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Supplementary Figure 1. Forest plot of prognostic factors. (A) The clinical prognostic factors are shown, including HR and P-values. (B)
The protein coding prognostic factors are shown, including HR and P-values.
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Supplementary Figure 2. The correlation between risk score and the co-expression genes of (A) TPX2, (B) TXNRD2 and (C) SLC6A20.
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