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Figure S1. Gel electrophoresis of PCR amplified full-length segments of Os6 PGDH1 from cDNA library of Xiushui 110. The PCR product is about 1500 bp.
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ATGGCTGTCACTAGAATTGGTCTTGCTGGCCTTGCGGTCATGGGGCAGAACCTTGCCCTCAACATTGCAGAGAAA
Mmayvy TRI1IGLAGLAV MGAQNTLALNTILIAEK
GGGTTCCCTATCTCTGTCTACAACAGGACGACTTCTAAGGTTGATGAGACCGTTCAGCGCGCCAAGGTAGAAGGA
G rpPI SVYNRTTSI KVDETVQRAZ KVEG
AACCTTCCTGTGTACGGGTTCCATGACCCTGCATCCTTTGTGAACTCCATTCAGAAGCCACGTGTTGTCATCATG
NLPVYGFHDPASEFVNSTQKDPRVV I M
CTTGTCAAGGCTGGTGCACCAGTGGACCAGACCATTGCAACTCTTGCAGCACACTTGGAGCAGGGTGACTGTATT
L VKAGAPYDQT T ATLAAMHELE®QGDCI
ATTGATGGAGGAAATGAGTGGTACGAGAACACTGAGAGGAGGGAGAAGGCAATGGAGGAGCGTGGCCTCCTCTAT
I D G6GGNEWYENTEZRREIKAMEZERGTLLY
CTTGGGATGGGTGTTTCCGGAGGAGAGGAGGGTGCCCGCAATGGCCCGTCCTTGATGCCTGGTGGCTCATTCGAG
L ¢6MGVSGGEEGARNSGPSTLMPGOGSTFE
GCGTACAAGTACATTGAAGATATTCTTCTCAAGGTGGCTGCCCAGGTTCCTGATAGTGGCCCGTGCGTCACATAC
A Y K Y I EDTIULULI KV AAQVPDSGPCV TY
ATTGGCAAAGGTGGATCTGGAAACTTTGTCAAGATGGTTCACAACGGAATTGAGTATGGTGACATGCAACTGATT
I ¢ XK G6GGSGNFVEMVHNGTEYGDMAQTLT
TCTGAGGCATATGATGTTCTCAAGTCAGTTGGTAAGCTCACAAACAGTGAGCTGCAGCAGGTGTTTTCTGAGTGG
S EAYDVLKXKSVGKLTNSETLAGQQVFEFSEW
AACAAGGGTGAGCTCCTCAGTTTCCTGATTGAGATCACAGCCGACATATTTAGCATCAAGGATGACCAGGGTTCA
NK GGELLSPFLILIETITADTIFSTKDDZ QG GS
GGCCACCTGGTCGACAAGGTCCTGGACAAGACTGGGATGAAGGGAACTGGGAAGTGGACTGTGCAGCAGGCCGCA
¢ #uHLv>pEKVLDIK KT GMETGT® GIEKWTVQQ A A
GAGCTTTCTGTGGCTGCTCCTACAATTGAGGCATCCTTGGATTCCAGGTTCCTCAGTGGGTTGAAGGATGAGCGT
E'LSvAAPTTITEASTLDS SR RFILSSGLIEKTDTER
GTTGAGGCTGCCAAGGTCTTCCAAGGTGACTTCTCCAGCAACTTGCCAGTGGACAAGGCACAGCTGATTGAAGAC
VEAANKYFQGDFSSNILPVDKAQTLTED
GTGAGGCAGGCTCTTTACGCCTCGAAGATCTGCAGCTACGCTCAGGGCATGAACATCATCAAGGCCAAGAGCATG
VR QALY AS KT CSY AQGMNTIILIEKAEKSNM
GAGAAAGGGTGGAGCCTCAACCTCGGTGAGCTAGCGAGGATCTGGAAGGGAGGGTGCATCATCCGTGCCATCTTC
EK GGWwWSLNLGELARTIWKCGGCITI I RA T F
CTGGACCGCATCAAGAAGGCCTACGACAGGAACTCCGACCTCGCCAACCTGCTCGTGGACCCTGAGTTCGCTCAG
L DRIKZEKAYDRNSDILANTLTLWVDZPTETFAAQ
GAGATCATGGACAGGCAAGCGGCATGGCGCAGGGTGGTCTGCCTTGCCATCAACAATGGCGTCAGCACCCCAGGC
ETMDRQAAWRTRVVCLATNNGVSTTPG
ATGTCGGCGAGTCTCGCGTACTTCGACTCCTACCGGAGGGACAGGCTGCCTGCCAACCTGGTGCAGGCACAGAGG
M s ASLAY FDSYRRDIZRLPANLVYQAAQR
GACTATTTCGGGGCTCACACCTACGAGAGGGTCGACATGCCCGLCTCCTTCCACACCGAGTGGTTCAAGATCGCG
DY r ¢ aAulnlTY ERVDMPGSTIFIHTEWTIEFIEKTIA
CGTGCTGCTAAGATGTGA
R A A K M *

Figure S2. The nucleotide and deduced amino acid sequence of Os6PGDHI1. The stop codon is marked by an asterisk.
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Figure S3. Prediction of the conserved domains of Os6PGDHI. The nicotinamide adenine dinucleotide phosphate (NADP)-binding site (NAD_binding_2) and
6-phosphogluconate (6PD) binding site (6PGD) are indicated by black and green, respectively.
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Figure S4. Levels of SA in 0e6PGDH lines and WT plants at indicated time points after they were individually infested by 15 gravid BPH females. Values are means
+ SE, n = 6. Asterisks indicate significant differences in 0e6PGDH lines compared with WT plants (one-way ANOVA followed by Duncan’s multiple range test, P <
0.05).




-
(=
o

(e
o

o]
o

A

o

12345678 910111213
Time (d)

Figure S5. The survival rate of 15 newly hatched BPH nymphs that fed on 0e6PGDH or WT plants. Values are means + SE, n = 13. Asterisks indicate significant

Survival rate of BPH nymphs (%)

differences in 0e6PGDH lines compared with WT plants (one-way ANOVA followed by Duncan’s multiple range test, P < 0.05).
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Figure S6. Construction of Os6PGDHI1-overexpression vector used for rice transformation. A, Vector construction of pCAMBIA-0eOs6PGDH1; B, restriction
digestion of pPCAMBIA-0eOs6PGDH1 with Kpn I and Xba L.
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Figure S7. The experimental setup of BPH bioassay for feeding and oviposition preference.






Table S1. Primers and probes used for qRT-PCR of target genes

Genename TIGRID Forward primer (5’-...-3') Reverse primer (5'-...-3’) Probe (5’-...-3)

OsACTIN Os03g50885  TGGACAGGITATCACCATTGGT  CCGCAGCTTCCATTCCTATG HEX-CGTTTCCGCTGCCCTGAGGTCC-BHQ1
Os6PGDH1 Os06g02144  GGAACTGGGAAGTGGACTGT TTGCTGGAGAAGTCACCITG FAM-TGGCAGCCTCAACACGCTCA-BHQ1




