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genome sequences). Authors can confirm that the rest of the relevant data are included in the paper and/or its supplementary information files. Other data that
support the findings of this study are available from the corresponding author upon reasonable request.

All the available genome sequences (42176) in the China National Center for Bioinformation at the time of analysis (June 7th 2020) were used
for the statistical analysis of N protein mutations.

No data were excluded.

Measurement for the LLPS assays at the microscope were repeated at least three times by preparing new samples and using different protein
batches. Turbidity measurements were performed in triplicates. Stress granule co-localization assay was repeated at least 3 times with
independent samples. Molecular dynamic simulations have been repeated 5 times. FRAP measurements on droplets as well as FRAP of the
stress granule have been performed 6 times on different regions of the same sample. All replications were successful.

Randomization was not relevant to this study because we are not working with any particular population and our experiments can be
repeated.

Blinding was not relevant to this study because decision-making has no impact on the experiment and there is no risk of bias.

Alexa Fluor 594 conjugated anti G3BP1 antibody was purchased from Santa Cruz Biotechnology (sc-365338 AF594).

G3BP1 (H-10) is a mouse monoclonal antibody raised against amino acids 158-251 mapping within an internal region of G3BP1 of
human origin. G3BP1 (H-10) is recommended for detection of G3BP1 of human origin by Western Blotting (starting dilution 1:100,
dilution range 1:100-1:1000), immunoprecipitation [1-2 !g per 100-500 !g of total protein (1 ml of cell lysate)], immunofluorescence
(starting dilution 1:50, dilution range 1:50- 1:500), immunohistochemistry (including paraffin-embedded sections) (starting dilution
1:50, dilution range 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution range 1:30-1:3000). Suitable for use as control
antibody for G3BP1 siRNA (h): sc-75076, G3BP1 shRNA Plasmid (h): sc-75076-SH and G3BP1 shRNA (h) Lentiviral Particles: sc-75076-
V. Positive Controls: A-431 whole cell lysate: sc-2201, A549 cell lysate: sc-2413 or K-562 whole cell lysate: sc-2203.

HELA (ACC 57) cells were provided by DSMZ.

Authentication was done by short tandem repeat (STR) DNA typing.




