Supplementary Table 1. All of the Gene Sites in the Tumor Samples
Were Hypermethylated

Sites Gene LogFC pvalve
cg15875437 NATEL 1.58684 0.008135
918465286 ZEB1 1.670543 5.54E-07
cg10511249 Island 1.882992 0.005762
cg08536228 SYNPR 1.579836 2.98E-17
€g25320115 KLHDCY 1.093395 0.020504

901883425 MDFI 1.352014 2.22E-10




