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Pathway Enrichment Analysis
Butyrate in Stimulated Mast Cells

Myeloid leukocyte activation

Regulation of leukocyte activation

Interleukin-4 and Interleukin-13 signaling

Regulation of cytokine production

Mast cell activation

Regulation of protein kinase activity

Fc epsilon Rl signaling pathway

Regulation of immune effector process
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:l FCERI mediated Ca+2 mobilization
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