RPAZ2, clone A, 5’ junction: A>G mutation and 1 bp insertion

RPAZ2, clone A, 3’ junction: 1 bp insertion
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AAAMGAATGAGGTAGACACAGTCCCTGCCATCAAGCAC TCCACAGGTGGC

SFPQ, clone A, 5’ junction: 1 bp insertion

SFPQ, clone A, 3 junction: backbone integration (5’ and 3’ end of the
~3kb fragment)
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GCGGCGTAGGTTTGGAGAGAACCGGGAAGT TCCATARAAGCGCAGGCGCAGATI CGGCTATTGGTCTTACTGACATCCACTTTGCCTTTCTCTCCACAGGGTGOCGGTGGCTCAGGCERTGE

SFPQ, clone B, 5’ junction: 1 bp insertion
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o €

il m.mh ol hmm kel ,h Julm.mu.ummum o

TTGGTCTTACTGACATCCACTTTGECTTT

AKAPS, clone A, 5" junction: perfect integration, no indels
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TAGTTTCARTTATGTTGTCTCTTTGCTTTTTGAMAGACCTTTTGTGCCTETGCACCGGCTATTGGTCTTACTGACATCCACTTTGCCTTTCTCTCCACAGGGTGECE0TGACTCGEACEETEETEEETCE

AKAPS, clone B, 5’ junction: 2 bp deletion
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GTTTCAAATTATGTTGTCTCTTTGCTTTTTGAAMAGACCTTTTGTGCCTGTGR=( ATTGGTCTTACTGACATCCACTTTGCCTTTCTCTCCACAGGGTGGCGGTEGCTCOGGLGRTEOTCGETCE

ACLY, clone A, 5’ junction: perfect integration, no indels
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SOACTCATTICTCTTAMCCTOACCCTGTCCTGTGRGGATESTGACMAGACT

MEAF®, clone B, 5’ junction: 13 bp deletion, 3 intronic mutations
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AKAPS, clone A, 3’ junction: backbone integration (5’ and 3’ end of the

~3kb fragment is shown)
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SGAGGTTCGGETGGCGETGEETCOGECAAGGTAAGT ATCAATTAGAAGACGAATTCCCGGTGATGCGGCACTCEATCTCGAATTCTTACAGACAAGCTGT
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AKAPS, clone B, 3’ junction: backbone integration (5" and 3’ end of the

~3kb fragment is shown)
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BGTTOG06TGE006TG06TCO00CARGGTAAGTATCAATTAGAAGACGAATTCCCGGTGATGCGGCACTCGATCTCGAATTC TTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGRTTTTC
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MEAF®, clone A, 3’ junction: 1 bp insertion
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GTGTGGGAGGGGRACCCAGTCACCCCETCTGRAC

AGGTAAGTATCAATT

MEAFS, clone B, 3’ junction: 6 bp deletion
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Supplemental Figure S 4. Sanger sequencing of amplicons shown in Supplemental

Figure S3.



