
Description of Additional Supplementary Files 
 
File Name: Supplementary Data 1 
Description: Identification  of  differentially  expressed  proteins  in  the ppsr1tomato  fruit  
using iTRAQ-based quantitative proteomic analysis 
 
File Name: Supplementary Data 2 
Description: Identification of ubiquitinated peptides that changed abundance  in the 
ppsr1mutant using SWATH-MS approach 
 
File Name: Supplementary Data 3  
Description: Primers used in this study 
 
File Name: Supplementary Data 4 
Description: Source data for Figure 2, 3, 6and Supplementary Figure 1 
 
 
  


