
endodermal cell differentiation

regulation of ERK1 and ERK2 cascade

smooth muscle cell proliferation

collagen metabolic process

regulation of smooth muscle cell proliferation

ERK1 and ERK2 cascade

positive regulation of response to external stimulus

regulation of vasculature development

collagen catabolic process

regulation of inflammatory response

regulation of angiogenesis

cell-substrate adhesion

connective tissue development

collagen fibril organization

muscle system process

muscle contraction

cartilage development

ossification

extracellular matrix organization

extracellular structure organization

0 20 40 60

1.2e-06

9.0e-07

6.0e-07

3.0e-07

p.adjust

Glycosaminoglycan biosynthesis - chondroitin sulfate / dermatan sulfate

Tyrosine metabolism

Malaria

Pertussis

Viral protein interaction with cytokine and cytokine receptor

Fc gamma R-mediated phagocytosis

Melanoma

Rheumatoid arthritis

Leukocyte transendothelial migration

ECM-receptor interaction

cGMP-PKG signaling pathway

Vascular smooth muscle contraction

Protein digestion and absorption

Complement and coagulation cascades

Leishmaniasis

Chemokine signaling pathway

Staphylococcus aureus infection

Regulation of actin cytoskeleton

Proteoglycans in cancer

Transcriptional misregulation in cancer

Tuberculosis

Focal adhesion

Osteoclast differentiation

PI3K-Akt signaling pathway

Phagosome

0.025 0.050 0.075 0.100
GeneRatio

0.03

0.02

0.01

p.adjust

Count

5

10

15

20

25

bone development

regulation of cartilage development

cell adhesion mediated by integrin

positive regulation of angiogenesis

cell-matrix adhesion

osteoblast differentiation

collagen catabolic process

myeloid leukocyte migration

regulation of vasculature development

collagen metabolic process

chondrocyte differentiation

regulation of angiogenesis

skeletal system morphogenesis

cell-substrate adhesion

connective tissue development

ossification

collagen fibril organization

cartilage development

extracellular structure organization

extracellular matrix organization

0 20 40

0.00020

0.00015

0.00010

0.00005

p.adjust

Pertussis

Viral protein interaction with cytokine and cytokine receptor

Rheumatoid arthritis

ECM-receptor interaction

Malaria

Leukocyte transendothelial migration

Osteoclast differentiation

Protein digestion and absorption

Chemokine signaling pathway

Tuberculosis

Complement and coagulation cascades

Leishmaniasis

Focal adhesion

Staphylococcus aureus infection

Phagosome

0.050 0.075 0.100 0.125
GeneRatio

0.04

0.03

0.02

0.01

p.adjust

Count

10

15

bone development

granulocyte chemotaxis

leukocyte chemotaxis

cellular response to biotic stimulus

granulocyte migration

cell chemotaxis

positive regulation of response to external stimulus

cellular response to molecule of bacterial origin

collagen metabolic process

myeloid leukocyte migration

regulation of inflammatory response

collagen fibril organization

response to lipopolysaccharide

connective tissue development

response to molecule of bacterial origin

leukocyte migration

cartilage development

ossification

extracellular structure organization

extracellular matrix organization

0 25 50 75 100

5e-11

4e-11

3e-11

2e-11

1e-11

p.adjust

Inflammatory bowel disease

Intestinal immune network for IgA production

Chagas disease

NF-kappa B signaling pathway

TNF signaling pathway

Toll-like receptor signaling pathway

Leukocyte transendothelial migration

Viral protein interaction with cytokine and cytokine receptor

IL-17 signaling pathway

Systemic lupus erythematosus

Hematopoietic cell lineage

ECM-receptor interaction

Pertussis

Malaria

Chemokine signaling pathway

Protein digestion and absorption

AGE-RAGE signaling pathway in diabetic complications

Leishmaniasis

Rheumatoid arthritis

Complement and coagulation cascades

Cell adhesion molecules

Osteoclast differentiation

Focal adhesion

Transcriptional misregulation in cancer

Proteoglycans in cancer

Tuberculosis

Staphylococcus aureus infection

PI3K-Akt signaling pathway

Cytokine-cytokine receptor interaction

Phagosome

0.04 0.06 0.08
GeneRatio

Count

10

15

20

25

30

0.005

0.004

0.003

0.002

0.001

p.adjust

modulation of chemical synaptic transmission

osteoblast differentiation

skeletal system morphogenesis

regulation of membrane potential

synapse organization

cell-cell adhesion via plasma-membrane adhesion molecules

axonogenesis

chondrocyte differentiation

cell-substrate adhesion

muscle contraction

collagen fibril organization

blood circulation

muscle system process

axon development

circulatory system process

connective tissue development

cartilage development

ossification

extracellular structure organization

extracellular matrix organization

0 25 50 75 100

4e-11

3e-11

2e-11

1e-11

p.adjust

Melanoma

Arrhythmogenic right ventricular cardiomyopathy

TGF-beta signaling pathway

Complement and coagulation cascades

Dilated cardiomyopathy

Hypertrophic cardiomyopathy

Malaria

Relaxin signaling pathway

Hematopoietic cell lineage

Amoebiasis

cGMP-PKG signaling pathway

Wnt signaling pathway

Axon guidance

Phagosome

Vascular smooth muscle contraction

Transcriptional misregulation in cancer

Rap1 signaling pathway

AGE-RAGE signaling pathway in diabetic complications

Regulation of actin cytoskeleton

Ras signaling pathway

Protein digestion and absorption

ECM-receptor interaction

Cytokine-cytokine receptor interaction

Proteoglycans in cancer

Calcium signaling pathway

Cell adhesion molecules

Human papillomavirus infection

Neuroactive ligand-receptor interaction

Focal adhesion

PI3K-Akt signaling pathway

0.025 0.050 0.075 0.100
GeneRatio

Count

20

30

40

0.020

0.015

0.010

0.005

p.adjust

A B C

D E F

G H

Figure S1. Enrichment of GO terms and KEGG pathways in GSE14333 (A and B), GSE17538 (C 
and D), GSE39582 (E and F), and TCGA (G and H) under hypoxic conditions.


